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Figure S1. LC-ESI-MS of Cyp-3 (13.5 µM) after incubation with 1 (95 µM) for 5 d at

291 K. The peaks correspond to Cyp-3 + Au (18618.8 amu, theoretical mass: 18615.5

Da); Cyp-3 + 2Au (18812.8 amu, theoretical mass: 18812.4 Da); Cyp-3 + Au +

{AuPEt3} (18930.8 amu, theoretical mass: 18930.6 Da); Cyp-3 + Au + 2{AuPEt3}

(19242.5 amu, theoretical mass: 19245.7 Da).
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Figure S2. A colour version of Figure 3. Top: Stereo view of the gold binding site in

Cyp-3. Bottom: Stereo view of Cyp-3 after reaction with 1 showing the S atoms of

the 4 Cys residues (yellow balls: top left Cys40, top right Cys168, bottom left

Cys122, bottom right Cys163), and {AuPEt3}
+ bound to Nε2 of His133 (N blue, Au

orange, P purple).



Figure S3. Plots of absorbance (400 nm) versus time for assay of the PPIase activity

of Cyp-3 (8.1 nM) as described in ref. 11.  The curves show the decrease in activity

with increase in concentration of 1 from 0, 3.49, 6.98, 8.10, 16.2, 28.4, 40.5, 56.7 to

81.0 nM.
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