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Annual killifish that are adapted to life in aquatic habitat that dries seasonally have evolved desiccation-resistant 
eggs capable of undergoing diapause, i.e. developmental arrest, at specific stages during embryology. Although noted 
for their remarkable ability to live at the land–water interface, species in the genus Rivulus are considered to be non-
annual killifish that exhibit typical teleost developmental patterns and no embryonic diapause. Here, we combine a 
molecular phylogeny with an embryological study in order to demonstrate an independent origin of mid-embryonic 
diapause within a clade of Rivulus (subgenus Laimosemion) that inhabits small streams or savannah pools. We also 
observed that some of these species exhibit a short dispersed cell phase separating epiboly and the formation of the 
embryo axis, which is a feature of development observed only in annual killifish. Lastly, we incubated embryos of 
Laimosemion species and outgroup taxa in both water and peat moss and observed that on peat moss the embryos of 
all species are capable of delaying hatching for > 10 days, but when water incubated there are significant differences 
among species in the duration of this delay before hatching. We hypothesize that the preferred microhabitat of this 
clade of killifish exposes their embryos to periodic desiccation, creating selection in favour of embryonic diapause.

ADDITIONAL KEYWORDS: annual life cycle – Cyprinodontiformes – delayed hatching – embryology – killifish 
– Laimosemion – Owiyeye – phylogeny.

INTRODUCTION

A successful comparative approach to the study of bio-
logical complexity, such as complex organs or repro-
ductive modes, has been first to find taxonomic groups 
that exhibit variation in the degree of complexity, 
meaning those that exhibit plausible evolutionary 
intermediates along the trajectory from trait absence 
to full trait expression. For many complex traits, such 
as flight and morphological adaptations to flight, 
intermediate forms have gone extinct, and evolution-
ary scenarios are often developed with paleontological 
data (Xu et al., 2011; Lee & Worthy, 2012). However, 
our ability to understand how and why complex traits 
evolve is magnified if intermediate steps exist among 
closely related extant species. This is because we can 
gain insights into the type of selection that caused the 
evolution of these traits and the incremental develop-
ment of complexity. First, time-calibrated molecular 

phylogenies can be generated to estimate the time 
frame over which the complexity has evolved (Kumar 
& Hedges, 1998; Filipski et al., 2014). Second, com-
parative methods can be used to infer the sequence 
of events that led to the evolution of the full trait. 
Furthermore, hypotheses regarding correlated char-
acter evolution can be tested and ancestral charac-
ter states reconstructed to infer how many times the 
trait arose (Felsenstein, 1985; Harvey & Pagel, 1991; 
Schluter et al., 1997; Pagel, 1999; Reznick, Mateos 
& Springer, 2002; Avise, 2006). Once this foundation 
has been laid, follow-up experiments can be used to 
test hypotheses regarding conditions that might have 
favoured evolution of the complex feature (Pollux et al., 
2009; Weber & Agrawal, 2012). This is the general 
approach we are pursuing with regard to the evolution 
of diapause (developmental arrest during embryology) 
in killifishes.

The evolution of embryonic diapause permits popu-
lation persistence in harsh environments that are 
habitable by the adult phase for only a portion of the 
year (Wiggins, Mackay & Smith, 1980; Williams, 1985). *Corresponding author. E-mail: afurness001@gmail.com
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Much is known about the ecological importance, geo-
graphical variation and hormonal and physiological 
control of diapause, but there has been little work on 
the evolution of diapause. Two reasons for this paucity 
are: (1) for most species in which diapause occurs, the 
egg shell is opaque such that embryos are not readily 
observable; and (2) sometimes all species in a relevant 
taxon display diapause as an obligate stage in the life 
cycle, hence the group lacks the variation that could 
yield clues to how the phenomenon evolved. Killifish 
that are adapted to ephemeral aquatic environments 
circumvent both of these difficulties. Available evi-
dence suggests multiple independent origins of dia-
pause, thus providing the raw material for comparative 
studies (Furness et al., 2015b); and the embryos are 
abundant, easily obtained and translucent, thus facili-
tating observational studies of development.

Background on diapause in killifishes

Killifish that are adapted to life in temporary bod-
ies of water are found across large portions of Africa, 
South America (Murphy & Collier, 1997; Cellerino, 
Valenzano & Reichard, 2016; Furness, 2016) and 
Mexico (Dominguez-Castanedo, Mosqueda-Cabrera 
& Valdesalici, 2013). Owing to the regular or periodic 
drying of their aquatic habitat, certain species have 
evolved desiccation-resistant eggs capable of undergo-
ing diapause at specific embryological stages (Wourms, 
1972a, b, c; Podrabsky et al., 2017). As their aquatic 
environments dry out and the adults die, the develop-
ing eggs remain buried in the soil in diapause until the 
next rainy season. In habitats that have distinct wet 
and dry seasons, where pools regularly dry each year, 
this suite of traits has been referred to as an annual 
life cycle. One of the defining features of annual kil-
lifish is their unique embryology characterized by dis-
crete and conserved stages at which development can 
be halted, termed diapause I, II and III by Wourms 
(1972a).

Diapause I occurs during a feature of development 
that has been described as unique to annual killifish, 
a dispersed cell phase, which occurs after epiboly but 
before the formation of the somite embryo (Wourms, 
1972b). During this period, flattened and aggregated 
blastoderm cells disperse such that the embryo appears 
completely empty. Depending upon environmental 
conditions, this dispersed cell phase can last from sev-
eral days to many months before cells re-aggregate 
and eventually form the embryonic axis. Harsh envi-
ronmental conditions, such as cold temperatures and/
or lack of oxygen, greatly increase the prominence and 
length of diapause I during the dispersed cell phase 
(Levels & Denuce, 1988; Podrabsky, Tingaud-Sequeira 
& Cerda, 2010b).

Diapause II occurs in embryos possessing ~38 
pairs of somites and the beginnings of several organ 
systems. It is during this diapause that embryos are 
most resistant to temperature extremes, desiccation 
and oxygen deprivation (Matias & Markofsky, 1978; 
Matias, 1982; Podrabsky & Hand, 1999; Podrabsky 
et al., 2010b). Environmental conditions during 
embryo incubation influence whether annual killifish 
embryos enter into diapause II or instead follow the 
direct-developing pathway and proceed directly to the 
prehatching stage (Podrabsky, Garrett & Kohl, 2010a; 
Furness, Lee & Reznick, 2015a).

Diapause III occurs at late prehatching when the 
embryo is fully developed and is accompanied by a slow-
ing of heart rate and metabolic rate (Levels, Gubbels & 
Denucé, 1986; Podrabsky & Hand, 1999). Annual and 
non-annual killifish alike can exhibit something super-
ficially similar to diapause III. However, in non-annual 
killifish it is generally referred to as delayed hatching 
rather than diapause because embryos usually remain 
in this state for a shorter period, remain metabolically 
active, and it may not be expressed by all embryos 
(Wourms, 1972c; Verla-Lasheras & Van Dooren, 2014; 
Furness, 2016; Martin & Podrabsky, 2017; Thompson 
et al., 2017). Although all species of annual killifish 
apparently have embryos capable of arresting develop-
ment in one or more of the three diapause stages (I, II 
and III), different species exhibit variation in the pro-
pensity and regularity with which their embryos enter 
into each diapause (Wourms, 1972c; Simpson, 1979).

In killifish there has been limited work on the 
sequence of evolutionary events leading to these dia-
pause stages, whether species with intermediate 
stages exist, or if there are precursors in outgroup 
taxa. A comparative examination of development in 
a group that contains the full range of variation is 
needed. Intermediates on the path to an annual life 
cycle (characterized by diapause I, II and III) would 
come in the form of species that exhibit only a subset of 
diapause or proto-diapause stages. Given the existence 
of such intermediates and a phylogeny of the group, 
it should be possible to construct an evolutionary sce-
nario to get from typical teleost development charac-
terized by no diapause to the acquisition of an annual 
life cycle with all three diapause stages.

Furness et al. (2015b) created a molecular phylogeny 
of Aplocheiloidei killifish using supermatrix tree con-
struction methods (de Queiroz & Gatesy, 2007), mapped 
the presence or absence of diapause II (the most promi-
nent stage of developmental arrest in annual killifish) 
onto this tree and performed parsimony and maximum 
likelihood ancestral state reconstructions. Their results 
suggested multiple independent origins within clades 
of killifish found in both Africa and South America, 
including some at relatively low taxonomic levels (i.e. 
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a single species or several species with diapause nested 
within otherwise non-annual genera). These results 
support the argument that the evolution of diapause 
and transition to an annual life cycle can occur readily 
and rapidly given appropriate ecological selection pres-
sures, such as the colonization of ephemeral aquatic 
environments or the origin of such environments as 
a consequence of environmental change. Wourms 
(1972c) hypothesized and provided some descriptive 
and comparative evidence that the specific periods of 
development where diapause I, II and III occur might 
represent periods of discontinuity and natural windows 
in which to halt development. This could be construed 
as one possible explanation for the repeated appear-
ance (i.e. convergent evolution) of the same diapause 
stages in multiple lineages of annual killifish that may 
have last shared a common ancestor > 100 Mya, before 
the break-up of Africa and South America (Murphy & 
Collier, 1997; Costa, 2013). A related hypothesis is that 
the ancestor of all extant Aplocheiloidei killifish resid-
ing on the Pangaea supercontinent exhibited diapause 
I, II and III. Diapause was subsequently lost, and upon 
re-colonization of ephemeral waters this ancient dia-
pause pathway was reactivated in multiple descendant 
clades spread across the now separated African and 
South American continents. The repeated evolution of a 
‘supersoldier’ subcaste in ants by means of an ancestral 
developmental pathway provides a fascinating example 
of this phenomenon (Rajakumar et al., 2012).

Here we focus on the evolution of diapause within 
the killifish genus Rivulus (subgenus Laimosemion). 
The genus Rivulus represents a large (> 150 species), 
widely distributed (most of Central and South America 
and the Caribbean) and morphologically conserva-
tive group of killifish. Species in this genus exhibit 
remarkable abilities to live at the land–water inter-
face. For example, Rivulus species are noted for their 
ability to survive out of water for long periods, travel 
through damp leaf litter to colonize new aquatic habi-
tat and even forage terrestrially (Seghers, 1978; Sayer 
& Davenport, 1991; Brosset, 2003; Turko & Wright, 
2015; Furness, 2016). With few exceptions, Rivulus are 
considered ‘non-annual’ killifish exhibiting typical tel-
eost development patterns (i.e. no diapause). However, 
beginning with the suggestion by Thomerson & 
Taphorn (1992) of an annual life cycle for Rivulus nicoi, 
there have been several credible reports of species col-
lected in ephemeral pools, producing diapause eggs 
or having eggs with a long incubation period: Rivulus 
(Laimosemion) tecminae, Rivulus (Laimosemion) nicoi, 
Rivulus (Laimosemion) sp. Tobogán (now Rivulus 
(Laimosemion) tomasi) and Rivulus (Laimosemion) sp. 
Maroa (Thomerson, Nico & Taphorn, 1992; Thomerson 
& Taphorn, 1992; Hrbek & Taphorn, 2010; Vermeulen, 
2011; Vermeulen, Valdesalici & Garcia-Gil, 2013). The 

nature of these apparent instances of diapause have 
not been the subject of detailed study, and it is not 
known whether they occur, in all cases, at the same 
stages of development as has been reported in other 
annual South American killifish. These reports are 
particularly important because, if confirmed, they 
would almost certainly represent recent and inde-
pendent origins of diapause (I, II and III) in this other-
wise non-annual group that inhabits marginal aquatic 
habitat.

A collection expedition to the Orinoco drainage 
basin, Amazonas territory, Venezuela targeted these 
potentially annual Rivulus species. Here we report on 
the developmental biology of these species, gathered 
through laboratory study. Specifically, we test whether 
any Rivulus (Laimosemion) species exhibit embry-
onic diapause and, if so, whether it occurs at the same 
stage(s) of development as in other annual killifish. 
We combine these data with a molecular phylogeny of 
the group and perform ancestral state reconstructions 
in order to make inferences regarding the evolution of 
diapause I, II and III. We provide a descriptive narra-
tive of how diapause might evolve by documenting the 
intermediate steps on the path to complexity.

MATERIAL AND METHODS

Taxonomic noTes

The taxonomy of the genus Rivulus is in a state of 
flux, with a recent call for well-supported subgen-
era (Anablepsoides, Atlantirivulus, Cynodonichthys, 
Laimosemion and Melanorivulus) to be elevated 
to genera (Costa, 2011) and with the generic name 
Rivulus being retained by a handful of species found 
on the Caribbean islands of Cuba and Hispaniola. 
This decision has proved controversial (Huber, 2012), 
in large measure because the higher-level relation-
ships among these subgenera remain unresolved 
(Hrbek & Larson, 1999; Murphy, Thomerson & Collier, 
1999; Costa, 2011; Huber, 2012; Furness et al., 2015b) 
and the iconic name Rivulus, which formerly applied 
to > 150 species, is relegated to only three species:  
cylindraceus/insulaepinorum, berovidesi and roloffi. 
The crucial issue in determining whether the tra-
ditional taxonomic genus known as Rivulus can 
remain intact is whether it is monophyletic; that 
is, whether each of the well-supported subgenera, 
which Costa (2011) elevated to generic level status, 
form a monophyletic group. Although several stud-
ies have suggested that Rivulus is paraphyletic or 
polyphyletic, such relationships are taxonomically 
unstable and characterized by weak bootstrap sup-
port (Hrbek & Larson, 1999; Murphy et al., 1999; 
Hrbek, Pereira de Deus & Pires Farias, 2004; Costa, 
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2011; Huber, 2012; Furness et al., 2015b). Until the 
higher-level taxonomy of Rivulus is put on more solid 
footing, we continue to refer to Rivulus as the tradi-
tional taxonomic grouping that includes all subgen-
era (Anablepsoides, Atlantirivulus, Cynodonichthys, 
Laimosemion, Melanorivulus and Rivulus), and we 
explicitly denote when we are referring to a given 
subgenus.

field collecTion Trip

In August 2012, the first author and five others 
travelled to the Orinoco river drainage, Amazonas 
territory, Venezuela with the goal of collecting the 
reportedly annual R. (L.) tecminae, R. (L.) nicoi and 
several congeners (R. (L.) tomasi, R. (L.) sp. Maroa). 
Seventeen sites were visited and Rivulus collected 
from 15. Sampling included floodplains and tributar-
ies to the Orinoco, Ventuari, Atabapo and Temi rivers 
between the cities of Puerto Ayacucho in the north 
and Maroa in the south. Collection locality informa-
tion can be found in Table 1 and Figure 1. At each site, 
Rivulus were collected from small creeks or isolated 
pools using hand nets. Live stock from seven sites was 
transported to the Universty of California, Riverside 
for study of embryological development; specimens 
from additional populations were preserved in 95% 
ethanol or formalin, with lots being deposited at the 
UNELLEZ Museum of Natural History in Guanare, 
Venezuela.

laBoraTory sTudy of Rivulus emBryonic 
developmenT

Twelve populations of Rivulus (each consisting of 
between three and ten individuals) were maintained 
in 38-litre aquaria in the vivarium facilities at the 
University of California, Riverside. The fish room was 
kept on a 12 h light–12 h dark cycle, and air tempera-
ture was maintained at 25 °C. Feeding was ad libitum. 
Filtration was provided by air-driven sponge filters, 
and tanks were given 50% partial water changes 
approximately monthly. During mating, annual killi-
fish deposit embryos within the bottom substrate 
(Wourms, 1972c; Simpson, 1979). In contrast, non-
annual killifish have been reported to deposit embryos 
amongst aquatic vegetation, leaf litter, organic debris 
and plant root masses (Breder & Rosen, 1966; Simpson, 
1979; Fraser et al., 1999). Initially, we did not know 
what the optimal spawning substrate was for each 
population. In each tank, we thus provided three types 
of spawning substrates that encompassed a range of 
natural variation: (1) clear plastic Tupperware con-
tainer with ~2 cm of very fine-grained brown river 
sand; (2) dark-brown yarn mop; and (3) green float-
ing plastic plants. These three spawning substrates 
were located in the bottom (sand), mid-level/bottom 
(mop) and surface (plant) layers of the water column. 
Embryos were collected every 1–7 days, examined 
under a dissecting microscope to ensure viability, and 
placed into plastic Petri dishes or the wells of 24-well 
tissue culture plates containing either moist peat 

Figure 1. Map of South America overlaid with major river networks (NASA image created by Jesse Allen using data pro-
vided by University of Maryland and HydroSHEDS). In all panels, the light region is the drainage basin of the Amazon 
river. The drainage basin of the Orinoco river is directly north of the Amazon basin and encompasses the majority of our 
Venezuelan collection localities. Pink lines denote country boundaries. Coloured circles correspond to collection localities 
detailed in Table 1.
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moss or water. These dishes or trays were incubated 
at one of two temperatures, 20 or 25 °C. The goal of 
our study was to test whether Rivulus (Laimosemion) 
species exhibit embryonic diapause. Different annual 
killifish species exhibit variation in how readily each 
diapause is entered (i.e. whether each stage is a fac-
ultative or obligate feature of development) and their 
length, both of which can be influenced by incuba-
tion conditions (Podrabsky et al., 2010b; Furness 
et al., 2015a; Pinceel et al., 2015). For example, in the 
South American annual killifish Austrofundulus lim-
naeus, all embryos entered mid-embryonic diapause at 

the cooler temperature of 20 °C, ~80% entered mid-
embryonic diapause at the intermediate temperature 
of 25 °C, and all embryos skipped mid-embryonic dia-
pause at the warmer temperature of 30 °C (Podrabsky 
et al., 2010a). In the present study, we chose to incu-
bate embryos at two temperatures and on two incu-
bation media in case diapause was expressed in only 
a subset of these conditions. Specifically, we reared 
Rivulus embryos at a cooler (20 °C) and moderate 
(25 °C) temperature in case diapause expression was 
temperature dependent. Embryos were incubated on 
damp peat moss or in water because these are common 

Table 1. Collection locality and identity of Rivulus (Laimosemion) and outgroup taxa that were studied herein

Locality Site code Killifish species

Sabanita, Venezuela IVE 12-01 Rivulus (Laimosemion) tecminae
Maroa, Venezuela IVE 12-02 Rivulus (Laimosemion) sp. Atabapo and sp. Maroa
Yavita, Venezuela IVE 12-06 Rivulus (Laimosemion) sp. Maroa and sp. Yavita
Guarinuma, Venezuela IVE 12-07 Rivulus (Laimosemion) sp. Atabapo
Macuruco, Venezuela IVE 12-09 Rivulus (Laimosemion) sp. Atabapo
Chipiro, Venezuela IVE 12-13 Rivulus (Laimosemion) sp. Atabapo
Ventuari, Venezuela IVE 12-14 Rivulus (Laimosemion) sp. Ventuari
Tobogan, Venezuela IVE 12-16 Rivulus (Laimosemion) tomasi
Iquitos, Peru – Rivulus (Laimosemion) rectocaudatus
French Guiana RN2 Rivulus (Laimosemion) xiphidius
San Rafael de Kamoiran THV 2010-10 Rivulus (Laimosemion) gransabanae

– Naranjo river, Trinidad – Rivulus (Anablepsoides) hartii
– Sugarloaf Key, USA – Kryptolebias marmoratus

Colours correspond to localities indicated on the map in Figure 1 and the phylogeny in Figure 6.

Figure 2. Male and female Rivulus (Laimosemion) sp. Atabapo from the Maroa locality. Embryos that are in the dispersed 
cell stage, diapause II and the prehatching stage (i.e. delayed hatching or diapause III).
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incubation methods for annual and non-annual killi-
fish embryos, respectively. However, testing how incu-
bation conditions affect diapause length was not the 
primary focus of our study. Thus, we primarily limit 
ourselves to conclusions regarding the presence or 
absence of diapause.

After collection, individual embryos were tracked 
through time, and the stage of development was scored 
and recorded periodically (on average every 5.3 days) 
according to the development guide for the annual kil-
lifish Austrofundulus myersi (Wourms, 1972a). Embryo 
developmental stage was determined by means of 

examination under a dissecting or compound micro-
scope. Embryos were periodically transferred to a 
depression slide and, with the aid of a coverslip, rotated 
such that a clear flat image of the head region could be 
photographed with a Nikon D3100 camera attached to 
an Olympus BH-2 compound microscope. The dispersed 
cell phase was evident as a short period (< 10 days) 
between epiboly and the formation of the embryonic 
axis during which the embryo appeared clear because 
cells had dispersed and formed no visible aggregation or 
a loose aggregation (Supporting Information, Figs S1–
S7). Given the lengthy arrest during the dispersed cell 

Figure 3. Top panel, duration of diapause II (mean + SEM) for embryos incubated in water and on peat moss. This is 
the number of days for which embryos arrested development in the late somite stage. The duration of diapause II did not 
differ among the four species that exhibited diapause II (generalized least-squares model that accounts for unequal vari-
ance among species: F = 2.418 P = 0.083). Bottom panel, duration of delayed hatching/diapause III (DIII; mean + SEM) 
for embryos incubated in water. This is the number of days from first reaching the prehatching stage (i.e. when develop-
ment was complete) until embryo hatch. The duration of delayed hatching/diapause III differed significantly among species 
(F = 7.3, P < 0.0001). Rivulus (Laimosemion) gransabanae showed the shortest period of delayed hatching after develop-
ment was complete (2.57 ± 1.27 days); therefore, this species is used as a baseline for comparison with the other species (i.e. 
the intercept in the generalized least-squares model). Kryptolebias marmoratus, Rivulus (Anablepsoides) hartii, Rivulus 
(Laimosemion) rectocaudatus and Rivulus (Laimosemion) tomasi had significantly longer periods of delayed hatching/dia-
pause III than R. (L.) gransabanae (P < 0.05). Rivulus (Laimosemion) xiphidius and Rivulus (Laimosemion) sp. Atabapo 
did not differ significantly from R. (L.) gransabanae. In the case of R. (L.) sp. Atabapo, this is attributable to the extremely 
high variance and small sample size.
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phase (i.e. diapause I) reported in the annual killifish 
Terranatos dolichopterus (20–30 days) and Rachovia 
brevis (mean 83 days) (Wourms, 1972c), the relatively 
short dispersed cell phase observed in some Rivulus 
taxa seems consistent with a failure to enter dia-
pause I. A threshold of 10 days was therefore chosen as 
a criterion with which to score whether diapause I was 
entered. If the dispersed cell phase lasted > 10 days, 
it would have been considered diapause I; given our 
incubation conditions, this was not observed in any of 
the studied species. Diapause II was evident as a long-
term (weeks to several months) arrest of development 
at the 38–42 somite stage. Lastly, delayed hatching/
diapause III was evident as water-incubated embryos 
that had completed development (exhibited a golden 
ring around the iris of the eye; see Fig. 2) yet remained 
viable and unhatched for ≥ 10 days.

In addition to scoring the presence or absence of 
each diapause stage, the duration of the dispersed cell 
phase, diapause II and diapause III was calculated 
for all embryos in which the entrance and exit dates 
could be determined accurately. In general, observa-
tion windows were too wide relative to the short length 
of the dispersed cell phase (when present) to obtain an 
accurate estimate of duration, which precluded formal 
statistical analysis. The duration of diapause II and III 

was analysed using generalized least-squares models 
while accounting for unequal variance among species. 
We analysed the proportion of embryos that exhibited 
each diapause stage as a function of species, tempera-
ture and incubation medium using generalized linear 
models with a binomial distribution and pairwise pro-
portion tests. Further details regarding diapause scor-
ing guidelines and statistical analyses can be found in 
the Supporting Information.

phylogeneTic procedures

Taxon sampling 
We included all species within the Owiyeye clade of 
Laimosemion (Costa, 2006) with which we were able 
to obtain specimens for sequencing, relying mainly on 
those obtained from our field collection trip. We also 
included all other species in Laimosemion (Costa, 
2006, 2011) for which genetic data were available in 

Figure 4. Representative embryos that have arrested 
development in diapause II (38–42 somites).

Figure 5. Embryological divergence along alternative 
developmental pathways in Rivulus (Laimosemion) sp. 
Atabapo. The embryo on the left has entered diapause II 
at the 38-somite stage, and the embryo on the right is at 
the same stage of development but has skipped diapause II 
and remained direct developing. Morphological and 
physiological divergence begins before the stage at which 
diapause II is entered, during a period of supposed devel-
opmental constraint when the organ systems are being 
developed, represented as the narrow bottleneck of the 
hourglass model (see also Furness et al., 2015b). This ‘phy-
lotypic period’ is reportedly conserved among vertebrates, 
yet within single species of killifish prominent develop-
mental divergence occurs. Hourglass drawing taken from 
Richardson et al. (1997).
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GenBank (see Supporting Information, Tables S1, S2). 
Two species of Rivulus (cylindraceus and roloffi) were 
included as outgroups.

Gene sampling 
The AccuPrep genomic DNA extraction kit from Bioneer 
or the proteinase K isolation of total DNA procedure 
(Milligan, 1998) was used to extract genomic DNA 
from muscle tissue of 95% ethanol-preserved speci-
mens. Five mitochondrial gene regions were amplified. 
These included fragments of 12S, 16S, cytochrome oxi-
dase 1 (co1), and cytochrome b (cytb). The final region 
included the 3′ end of tRNAIle, tRNAGln (full), tRNAMet 
(full), the complete NADH dehydrogenase subunit 2 
gene (nd2), tRNATrp (full), tRNAAla (full), tRNAAsn (full), 
tRNACys (full) and tRNATyr (full).

Sequences for polymerase chain reaction (PCR) prim-
ers used in this study have been published previously 
(summarized in Supporting Information, Table S3) 
and include those for 12S (Kocher et al., 1989), 16S 
(Palumbi et al., 2002), co1 (Murphy et al., 1999), cytb 

(Kocher et al., 1989; Meyer et al., 1990) and nd2 (Hrbek 
& Larson, 1999). The PCRs were carried out using the 
following protocol: initial denaturation at 95 °C for 
5 min; 32–36 cycles of 40 s at 95 °C (denaturation), 40 s 
at 45–60 °C (annealing) and 40 s to 1 min 50 s (depend-
ing upon amplicon length) at 72 °C (extension); with 
a final extension time of 7 min at 72 °C. Five microli-
tres of PCR products were run on 1% agarose gels to 
confirm a DNA band of appropriate size, after which 
the remainder of the PCR product (20 μL) was sent 
for purification and sequencing in both directions at 
Beckman Coulter Genomics. GenBank accession num-
bers for new and previously published sequences are 
given in the Supporting Information (Table S1).

DNA alignments and data compatibility 
DNA alignments were performed using the Clustal 
algorithm implemented in Mega 6.0 (Tamura et al., 
2013), with gap opening and extension penalties of 15 
and six, respectively. Slight alignment modifications 
were made by eye, and 18 bp of alignment ambiguous 

Figure 6. Maximum likelihood phylogeny (ln likelihood = −25470.81745) obtained with RAxML for the combined data 
set with six partitions. Maximum likelihood bootstrap support percentages are shown above branches. Coloured circles on 
branch tips denote collection localities detailed in Table 1 and depicted in Figure 1. Clade shading highlights well-supported 
clusters that might correspond to species. Fish pictures are representative males of the denoted population/species and were 
kindly provided by Frans Vermeulen.
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region was removed from the 16S gene fragment and 
thus excluded from phylogenetic analysis. Protein-
coding genes (co1, cytb and nd2) were translated 
to amino acids to ensure an intact reading frame. 
SequenceMatrix (Vaidya, Lohman & Meier, 2011) was 
used to concatenate individual final alignments. The 
concatenated data set (3462 bp) was analysed using six 
partitions (12S, 16S, co1, cytb, nd2 and tRNAs). jMod-
elTest (Posada, 2008) was used to determine whether 
a gamma distribution should be included for each of 
the partitions based on Bayesian information criter-
ion (Supporting Information, Table S4). The partition-
homogeneity test (Swofford, 2002) with 100 replicate 
heuristic searches (P = 0.760) suggested that it was 
appropriate to combine individual gene regions into a 
single multigene data set.

Phylogenetic analyses 
PAUP 4.0b10 (Swofford, 2002) and RAxML 8.0.24 
(Stamatakis, 2014) were used to perform maximum 
parsimony and maximum likelihood analyses. All gaps 

were treated as missing data. Maximum parsimony 
analysis in PAUP used heuristic searches to find the 
shortest tree(s). Bootstrap analyses (500 replications) 
used the tree bisection–reconnection (TBR) branch-
swapping algorithm, with starting trees obtained via 
stepwise addition. Maximum likelihood analyses with 
RAxML, carried out on the CIPRES platform (Miller, 
Pfeiffer & Schwartz, 2010), used the GTRCAT model 
of molecular evolution for each of the six partitions, 
500 bootstrap replicates, randomized maximum par-
simony starting trees, and the fast hill-climbing algo-
rithm with all free parameters estimated.

Ancestral state reconstructions 
Parsimony (unordered) and maximum likelihood 
ancestral state reconstructions, implemented in 
Mesquite version 2.75 (Maddison & Maddison, 2011), 
were used to estimate ancestral states for the presence 
or absence of diapause II. Likelihood reconstructions 
were based upon categorical presence or absence, with 
marginal probabilities estimated with an asymmetrical 

Table 2. Data on presence or absence of diapause I, dispersed cell phase, diapause II and delayed hatching/diapause III

Species Diapause I Proportion of 
dispersed cell 
phase

Diapause II Proportion 
of diapause 
II

Duration of 
diapause II 
[days; mean 
(range)]

Proportion 
of delayed 
hatching/ 
diapause III

Duration 
of delayed 
hatching/ 
diapause III 
[days; mean 
(range)]

Rivulus (Laimosemion) 
sp. Ventuari

No 6/6 Yes 9/9 61.7 (57–64)

Rivulus (Laimosemion) 
tecminae

No 6/6 Yes 14/14 60.9 (43–81)

Rivulus (Laimosemion) 
sp. Atabapo

No 37/37 Yes 30/37 45.7 (14–142) 1/2 41.0 (8–74)

Rivulus (Laimosemion) 
sp. Maroa

No 5/5 Yes 8/8 52.0 (35–64)

Rivulus (Laimosemion) 
tomasi

No 39/47 No 0/62 5/10 11.0 (5–18)

Rivulus (Laimosemion) 
rectocaudatus

No 43/51 No 0/44 9/19 15.4 (2–66)

Rivulus (Laimosemion) 
gransabanae

No 0/15 No 0/13 0/7 2.6 (0–7)

Rivulus (Laimosemion) 
xiphidius

No 0/36 No 0/31 2/16 3.6 (0–14)

Rivulus (Anablepsoides) 
hartii

No 0/21 No 0/29 6/27 8.0 (3–14)

Kryptolebias  
marmoratus

No 0/16 No 0/56 28/29 58.5 (23–108)

Delayed hatching/diapause III refers to water-incubated embryos only, whereas for other diapause stages water- and peat-incubated embryos are 
pooled. In the second to last column, delayed hatching/diapause III was scored as present if an embryo survived for ≥ 10 days (after development was 
complete) before hatching or going bad and as absent if the embryo hatched within 10 days after the completion of development. In the last column, 
the length of delayed hatching/diapause III is defined as the number of days from first reaching prehatching until embryo hatch. Only embryos in 
which a given diapause stage (or the critical developmental window) was observed directly and could be scored unambiguously were included. This 
quality control, in part, explains unequal sample sizes across rows. A more detailed summary table and details regarding diapause scoring guidelines 
and statistical analyses can be found in the Supporting Information, Table S7.
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two-parameter Markov k-state model, allowing two 
different rates of change between states. Terminal 
taxa included all species in the Laimosemion clade for 
which we gathered data on presence or absence of dia-
pause plus two outgroup taxa, Rivulus (Anablepsoides) 
hartii and Kryptolebias marmoratus.

RESULTS

Rivulus emBryonic developmenT

Through observation of embryos over the time course 
of development, we were able to confirm that several 
named and currently unnamed Rivulus species exhibit 
the dispersed cell phase, diapause II and delayed 
hatching/diapause III. These results are presented in 
Table 2 and described briefly below.

No embryos from any species exhibited diapause I. 
However, a brief dispersed cell phase separating 
epiboly from the formation of the embryonic axis 
(Supporting Information, Figs S4–S6) was observed in 
all species of the Owiyeye clade of Laimosemion that 
were examined, but not the outgroup taxa, Rivulus 
(Laimosemion) xiphidius (Supporting Information, 
Fig. S3), Rivulus (Laimosemion) gransabanae, Rivulus 
(Anablepsoides) hartii (Supporting Information, 
Figs S1, S2) and K. marmoratus. The dispersed cell 
period was short, lasting between 1 and 7 days. In 
other annual species, harsh environmental conditions, 
such as lack of oxygen, chemical factors produced by 

adult fish and cold temperatures (either alone or in 
some combination), tend to induce diapause I during 
the dispersed cell phase, whereas in benign conditions 
(such as those of a laboratory with regular embryo 
collection and incubation in fresh medium) it is a less 
frequent and lengthy occurrence (Levels & Denuce, 
1988; Podrabsky et al., 2010b; Furness et al., 2015a). 
Although diapause I was not observed during the dis-
persed cell phase in any of the Rivulus species studied 
here, it is possible that diapause I might occur given 
different harsher incubation conditions.

Diapause II was clearly observed in the R. (L.) tecmi-
nae complex (sp. Ventuari, tecminae and sp. Atabapo) 
and Rivulus (L.) sp. Maroa (Figs 3, 4), but not in R. 
(L.) tomasi, R. (L.) rectocaudatus, R. (L.) xiphidius, R. 
(L.) gransabanae, R. (A.) hartii and K. marmoratus. 
Pairwise tests of the proportion of embryos that exhib-
ited diapause II were performed; all pairwise compari-
sons among species with and without diapause II were 
highly significant (P < 0.0001). Embryos that halted 
development at the diapause II stage did so when 
they reached 38–42 somite pairs, the same stage at 
which other annual killifish from South America and 
Africa halt development (Wourms, 1972c). Of the spe-
cies that exhibited diapause II, only R. sp. Atabapo 
exhibited variation among embryos in whether dia-
pause II was entered (30 of 37 embryos exhibited 
diapause II and seven of 37 skipped diapause II). 
These alternative developmental trajectories have 
been termed the ‘diapause’ and ‘direct-developing’ or 

Figure 7. Parsimony reconstruction of mid-embryonic diapause (i.e. diapause II) in Rivulus (Laimosemion).
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‘escape’ pathways (Podrabsky et al., 2010a; Furness 
et al., 2015b). Furness et al. (2015b) demonstrated 
that R. (L.) sp. Atabapo embryos following the direct-
developing pathway exhibit significantly more robust 
head morphologies relative to embryos at an identical 
stage of development that entered diapause II (Fig. 5; 
supplementary material of Furness et al., 2015b). This 
divergence in morphology began at ~20 somites, well 
before the 38–42 somite stage at which development 
was arrested in diapause II embryos.

All species examined had embryos capable of sur-
viving on peat moss without hatching for > 10 days 
after development was complete. This is probably the 
case because such conditions are generally unsuitable 
for hatching and therefore required for survival. This 
phenomenon could therefore realistically be called 
delayed hatching. The degree to which hatching is 
postponed when it could presumably occur at any time 
(i.e. water incubation) might therefore be a more real-
istic measure of the potential for diapause III. Among 
species, there was significant variation in the propor-
tion of water-incubated embryos that delayed hatch-
ing for > 10 days (general linear model analysis with 
binomial distribution: χ2 = 59.6, P < 0.0001) and in 
the duration of this delay (generalized least-squares 
analysis: F = 7.3, P < 0.0001; Fig. 3). However, there 
was no apparent phylogenetic trend to this variation 
given that the longest delays were observed in R. (L.) 
sp. Atabapo and the outgroup taxa K. marmoratus.

phylogeneTic analyses

The combined alignment included a total of 3462 bp, 
of which 1923 bp were constant, 293 bp were variable 
but parsimony uninformative, and 1246 bp were par-
simony informative. Figure 6 shows the maximum 
likelihood phylogeny and Supporting Information, 
Figure S8 the maximum parsimony phylogeny (5048 
steps). The maximum likelihood and maximum parsi-
mony trees were largely congruent (identical topolo-
gies with regard to the ingroup taxa sequenced in the 
present study) but with differences in the placement 
of Rivulus (Laimosemion) kirovskyi and some out-
group Laimosemion taxa derived from GenBank. The 
sub-genus Laimosemion was recovered as strongly 
monophyletic. Within Laimosemion, there was a basal 
split between a clade that has been named Owiyeye 
(Costa, 2006) that includes the species of interest with 
regard to the evolution of diapause, and the rest of 
Laimosemion.

ancesTral sTaTe reconsTrucTions

Figure 7 shows parsimony ancestral state reconstruc-
tions for diapause II. The parsimony reconstruction 

suggests that diapause II evolved in the common 
ancestor of R. (L.) sp. Ventuari, R. (L.) tecminae, R. (L.) 
sp. Atabapo and R. (L.) sp. Maroa. Maximum likeli-
hood reconstructions also support this general evolu-
tionary scenario, but with considerably less certainty 
(Supporting Information, Table S5).

DISCUSSION

evoluTion of diapause

All Laimosemion taxa in the Owiyeye clade that were 
studied exhibited a dispersed cell phase separating 
epiboly and the formation of the embryo axis that 
lasted between ~1 day and 1 week. Owing to the tran-
sient nature of this phase, it is clear that embryos 
did not halt development during this short period 
(i.e. they did not enter diapause I). However, having 
a dispersed cell phase seems to be a requirement for 
halting development in diapause I (Wourms, 1972c) 
and, based upon the response in other annual killifish, 
exposing embryos to harsh environmental conditions 
from an early stage greatly increases the likelihood 
of diapause I (reviewed by Podrabsky et al., 2010b). 
The dispersed cell phase has not, to our knowledge, 
been reported in other Rivulus species and was not 
apparent in R. (L.) xiphidius and R. (L.) gransabanae 
(present study), R. (A.) hartii (present study; Wourms, 
1972b), Rivulus cylindraceus (Wourms, 1972b) and 
K. marmoratus (Mourabit et al., 2011). This phase 
proved challenging to score accurately, particularly 
for the species R. (L.) tomasi and R. (L.) rectocauda-
tus. These two species appear to exhibit a very short 
dispersed cell stage (often < 24 h), and its expression 
may be affected by incubation conditions, which may 
explain its variable appearance (sometimes scored 
as present and other times absent). However, when 
observed frequently enough during the relevant win-
dow of development, at least some embryos of these 
species appeared to exhibit a short period between 
epiboly and the formation of the embryo axis during 
which the blastomere cells were scattered across the 
embryo surface in various degrees of aggregation.

The expression of diapause II in the R. (L.) tecmi-
nae complex and R. (L.) sp. Maroa is remarkably 
similar to that observed in other South American 
and African annual killifish (Furness et al., 2015b). 
Embryos entered this state at the same 38–42 somite 
stage of development (Fig. 4). Furthermore, R. (L.) 
sp. Atabapo embryos exhibited alternative develop-
mental pathways associated with either entering or 
directly bypassing diapause II. Embryos that become 
committed to entering diapause II begin to diverge 
morphologically and physiologically (around the 20 
somite stage) from direct-developing embryos such 
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that by the time diapause II is entered these embryos 
are strikingly different in appearance (Furness et al., 
2015b). Specifically, embryos that entered diapause II 
exhibited reduced head sizes and rudimentary optic 
cups relative to embryos at an identical stage of 
development that skipped diapause II (Fig. 5). Direct-
developing embryos proceed until development is 
complete and then either hatch or enter diapause III, 
whereas diapause II embryos halt development at the 
late somite stage for weeks to months, then eventu-
ally resume development and reach the diapause III 
stage. It is remarkable that this prominent morpho-
logical and physiological divergence occurs within a 
single species during organogenesis, which is a period 
of development supposedly highly conserved among 
all vertebrates. The phenotypes associated with the 
diapause II pathway (small head, rudimentary heart) 
reduce energetic costs (Furness et al., 2015b). If an 
embryo must arrest development for many months 
and survive on a limited yolk supply at a stage of 
development in which several prominent organ sys-
tems already exist, then reducing investment in such 
organ systems will reduce long-term maintenance 
costs. It seems that these savings are achieved by fol-
lowing an alternative developmental pathway.

Several authors have drawn a distinction between 
delayed hatching and diapause (Martin, 1999; 
Podrabsky et al., 2010b; Martin & Podrabsky, 2017). 
Delayed hatching is considered a short-term phenom-
enon, often induced by unfavourable conditions, char-
acterized by an embryonic metabolic rate that remains 
high, and with embryos hatching immediately after 
conditions become favourable (i.e. after inunda-
tion by water). In contrast, diapause is considered a 
longer-term phenomenon, which can occur spontane-
ously (even in the absence of inducing conditions), is 
characterized by a reduction in metabolic rate and 
is endogenously maintained. As applied to killifish 
(particularly those in the sub-order Aplocheiloidei), 
the implication is that non-annual species (including 
Rivulus) exhibit delayed hatching, whereas annual 
species exhibit something that warrants a separate 
name, i.e. diapause III. Elsewhere it has been argued 
that these phenomena may represent ends of a con-
tinuum rather than dichotomous categories, with what 
is termed diapause III being a more intense, longer-
duration and more frequent version of delayed hatch-
ing (Wourms, 1972c; Furness, 2016). In R. (A.) hartii, a 
small subset of embryos that were incubated in water 
were found to exhibit a spontaneous delayed hatching 
response lasting up to several weeks (Furness, 2016). 
However, when embryos were reared on a drier sub-
strate (moist peat moss), all embryos exhibited this 
delay. Thus, delayed hatching appears spontaneously 
at a relatively low level when conditions are ideal for 
hatching, but given unsuitable hatching conditions (in 

which it is required for survival), it is virtually obli-
gate. In the present study, we incubated the embryos 
of several Laimosemion species and outgroup taxa in 
both water and peat moss and observed that on peat 
moss the embryos of all species are capable of delaying 
hatching, but when water incubated there are highly 
significant differences among species in the duration 
of this delay before hatching. In species such as R. (L.) 
xiphidius and R. (L.) gransabane, this delay exhibited 
a mean value of < 5 days, whereas in K. marmoratus it 
was close to 60 days, with other species falling between 
these values. It is unclear to us whether a threshold 
can be applied that clearly delineates delayed hatch-
ing from diapause III based upon duration alone. But 
other criteria, such as metabolic rate, rate of yolk 
usage, heart rate or even gene expression patterns, 
can parse differences (Thompson et al., 2017). The 
phenomenon of delayed hatching is apparently fairly 
widespread within the genus Rivulus and is expressed 
more prominently in certain taxa than others (prob-
ably dependent on ecology). Furthermore, K. marmo-
ratus is capable of exhibiting prominent delays before 
hatching, so the phenomenon may extend throughout 
the New World Rivulidae and perhaps to the base of all 
Aplocheiloidei killifish (see also Furness, 2016).

annual life cycle vs. diapause, selecTion 
pressures and haBiTaT use in Rivulus

An annual life cycle is characterized by growth, matu-
rity, reproduction and complete population turnover 
within a single calendar year. Usually, a seasonal 
environmental factor, such as harsh winter or lack of 
water, truncates the adult life-history stage on a regu-
lar basis. The species examined here inhabit a region 
characterized by high rainfall and relatively mild sea-
sonality (Pulwarty, Barry & Riehl, 1992). We suggest 
that the Rivulus (Laimosemion) species that exhibit 
diapause II may not exhibit a true annual life cycle 
comparable to killifish from parts of South America 
and Africa with strong seasonal precipitation. Why 
has diapause evolved in these fish?

We hypothesize that the preferred microhabitat of 
this clade of killifish exposes their embryos to periodic 
pool desiccation, creating selection in favour of extended 
diapause. Rivulus collection localities were small pools 
or puddles in either open savannah patches or closed-
canopy forest. The common habitat characteristics of 
all sites where Rivulus were collected included the fol-
lowing: (1) small, shallow, stagnant pools or puddles; 
(2) large quantities of leaf litter and other debris to 
provide cover; (3) few, if any, other fish species present 
and no large-bodied species; and (4) other nearby pools 
or flowing water (up to several hundred metres away). 
It is clear from behavioural observations of Rivulus in 
the field and laboratory and from numerous anecdotal 
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reports that Rivulus are adept at moving over land to 
colonize isolated pools or puddles that are proximate 
to more permanent source aquatic habitat (Seghers, 
1978; Sayer & Davenport, 1991; Brosset, 2003; Turko 
& Wright, 2015; Furness, 2016). By flipping or crawl-
ing over damp leaf litter, Rivulus species are evidently 
capable of travelling fairly long distances for fish of 
such small size (typically < 100 mm). We envision this 
clade of Rivulus as using a habitat composed of dynam-
ically reshuffling forest and savannah pools where 
juveniles and adults are constantly moving about this 
network as some pools dry out and others are created, 
perhaps occasionally (during dry spells) seeking ref-
uge in flowing water or getting caught in too isolated a 
pool and perishing. Embryos spawned in these shallow 
pools and puddles, even in a region that has high rain-
fall, may be required to withstand periodic desiccation 
while buried amongst the bottom substrate and damp 
leaf litter. In this manner, there may be the necessary 
selection pressures in place for delaying development 
by means of embryonic diapause. Interestingly, Costa 
& Bragança (2013) report that: ‘Whereas Amazon kil-
lifishes of the genus [Rivulus] Anablepsoides are fre-
quent in ichthyological collections because they occur 
in streams and lakes at the same place as other fresh-
water teleosts, species of Owiyeye, even when sym-
patric to species of Anablepsoides, are rarely found 
because they inhabit isolated shallow pools not sam-
pled by most fish collectors’. A more detailed compara-
tive examination of ecology and habitat use in this 
group is warranted.

Examination of spawning substrate preference 
in relationship to diapause shows that egg-laying 
behaviour is part of adaptation to ephemeral environ-
ments (Simpson, 1979). Annual killifish that exhibit 
diapause I, II and III and reside in seasonally ephem-
eral savannah pools deposit embryos within the bot-
tom substrate during spawning (Wourms, 1972c; 
Simpson, 1979). This is essential because embryos 
must be encased within the soil substrate that forms 
the dry bed of the pool bottom to be able to survive 
the dry season. In contrast, non-annual killifish have 
been reported to deposit embryos among leaf litter, 
aquatic vegetation and root masses that dangle into 
the water. The R. (L.) tecminae complex, which exhibit 
the dispersed cell phase, diapause II and (maybe) dia-
pause III, spawn entirely in the mid- to bottom lay-
ers of the water column (sand or mop) (Supporting 
Information, Table S6). In contrast, R. (L.) sp. Maroa, 
R. (L.) tomasi, R. (L.) rectocaudatus, R. (L.) xiphid-
ius and R. (L.) gransabanae regularly spawn in the 
surface layer (plants) in addition to the mid-layer 
(mop) (Supporting Information, Table S6). The cor-
relation between diapause and spawning substrate 
suggests that the emergence of the dispersed cell 
stage and mid-embryonic diapause (II) are associated 

with a progression towards more bottom-substrate 
spawning.

limiTaTions of The presenT sTudy

Our goal was to document the presence or absence of 
different diapause stages in each population or species, 
such that inferences could be made regarding their evo-
lution. Given that embryo incubation conditions affect 
diapause expression, we chose a range of incubation con-
ditions that included two temperatures and two incuba-
tion media. When present, the length of diapause II was 
substantial, lasting for a mean of 45.7–61.7 days and 
would be near impossible to miss given our observa-
tion windows of a mean of 5.3 days. It remains possible 
that diapause might be revealed in species for which we 
did not see diapause given different incubation condi-
tions or larger embryo sample sizes. Furthermore, our 
study was not ideally suited to testing how incubation 
conditions affect diapause length because embryo sam-
ple sizes were not uniformly large for each species and 
among the different incubation treatments (Supporting 
Information, Table S7). Therefore, we refrain from draw-
ing conclusions regarding the duration of diapause II as 
a function of incubation conditions or trying to distin-
guish between delayed hatching and diapause III for 
those species with a long prehatching delay.

How does incomplete taxon sampling affect conclu-
sions regarding the evolution of diapause? Our phy-
logenetic tree included 15 of 29 species in subgenus 
Laimosemion and several putatively undescribed 
species. Taxon sampling in the Owiyeye subclade 
of Laimosemion was limited by the fact that many 
of these species are known only from the species 
description; no tissues or genetic data are available, 
and certainly no live fish for spawning and studies 
of developmental biology. However, the primary con-
clusion we derive (i.e. an independent origin of dia-
pause II in Owiyeye) is robust even with limited taxon 
sampling. This is because other Rivulus species do not 
exhibit diapause II, or at least are not reported to do 
so. Thus the (derived) species in Owiyeye that have 
diapause II are well nested within a clade (subgenus 
Laimosemion) containing dozens of outgroup species 
that do not have diapause, and Laimosemion is nested 
within Rivulus, which contains hundreds of species 
not reported to exhibit diapause. This strongly sug-
gests that there was an independent origin of this trait 
(diapause II) within Owiyeye. No developmental data 
are available for the additional species of Owiyeye not 
included here. If some of these species are eventually 
found to have diapause II, then conclusions may have 
to be modified to reflect a more complicated pattern of 
diapause evolution. However, the fact that there has 
been an independent origin of diapause II within the 
clade would remain unchanged.
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We sequenced five mitochondrial gene segments 
and used these as the basis for reconstructing the 
phylogeny of this group. Mitochondrial genes were 
used because the focus of our study was at a low taxo-
nomic level, and mitochondrial DNA generally exhib-
its greater variation than nuclear DNA. Furthermore, 
these same genes have been sequenced in other 
Laimosemion species and made available in GenBank, 
allowing us to include these species as outgroup taxa. 
However, we recognize the potential drawbacks of 
inferring a phylogeny on the basis of only mitochon-
drial genes. Specifically, the five mitochondrial gene 
segments sequenced herein are tightly linked and 
could therefore be thought of as a single locus, with 
the recovered phylogeny potentially differing from the 
true species-level phylogeny.

conclusions and fuTure work

Thirteen of 29 species (45%) within the subgenus 
Laimosemion have been described since the year 
2000 (Supporting Information, Table S2). This trend 
shows no sign of slowing and highlights the consid-
erable diversity that remains to be discovered and 
described. From a natural history perspective, Rivulus 
are a fascinating group of fishes that live at the ter-
restrial–aquatic interface. Here we have described 
an independent origin of the dispersed cell and mid-
embryonic diapause stages within this otherwise ‘non-
annual’ killifish clade. The nature of the developmental 
diversity in this genus presents the raw material for 
developing an evolutionary scenario for the acquisition 
of an annual life cycle, through intermediate stages. 
With regard to patterns of diapause observed herein, 
we can divide killifish into four broad categories: (1) 
species with typical teleost development exhibiting 
no diapause and limited capacity for delayed hatch-
ing; (2) species that exhibit more prominent delayed 
hatching and/or diapause III; (3) species that exhibit 
the dispersed cell phase (and possibly the potential 
for diapause I) and delayed hatching/diapause III; and 
(4) species that exhibit the dispersed cell phase (and 
possibly the potential for diapause I), diapause II and 
delayed hatching/diapause III. In this evolutionary 
progression, species in categories 2 and 3 might repre-
sent intermediates in the evolution of the full diapause 
sequence (i.e. annual life cycle). However, simply scor-
ing the presence or absence of diapause I, II and III 
necessarily underestimates the range of variation pre-
sent within each type of diapause. Specifically, there is 
variation in the propensity and regularity with which 
the embryos of different species enter into each dia-
pause and the length of time spent in diapause before 
resuming development. The evolution of plasticity 
might play a significant role in determining whether 
diapause entry is facultative or an obligate feature 

of development. For example, a facultative delay in 
hatching brought about by infrequent but harsh envi-
ronmental conditions could, over the course of many 
generations of exposure to such conditions, become a 
regular developmental feature (Verla-Lasheras & Van 
Dooren, 2014). When this within-diapause variation is 
considered, there becomes an even greater degree of 
gradation between the above categories. This evolu-
tionary scenario suggests a number of future research 
targets. Is delayed hatching ancestral to all killifish, 
and is there a significant gulf between what has been 
termed delayed hatching and diapause III? How wide-
spread is the dispersed cell phase, and is this feature 
always synonymous with diapause I? Is developmen-
tal diversity analogous to that described here found in 
other clades of killifish that inhabit similar habitats? 
Furthermore, the elucidation of sister taxa that differ 
in the presence or absence of different stages of embry-
onic diapause (and can be bred and maintained in the 
laboratory) offers promise for a genomic examination 
of embryonic diapause in a comparative evolutionary 
framework (Thompson & Ortí, 2016; Thompson et al., 
2017). Lastly, within killifish there is ample oppor-
tunity for studies of natural history relating habitat 
usage, behaviour and development.
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(https://doi.org/10.5061/dryad.8p8t27d).

ACKNOWLEDGEMENTS

We thank Frans Vermeulen for organizing the field 
collection trip, for providing the images of Rivulus 
in Figure 6 and for advice over the course of this 
project. We thank Oscar Leon Mata for logistical 
support and facilitating travel in Venezuela and 
the other members of the ‘International Venezuela 
Expedition’, including Fernando Guerreiro, Jose Maio 
and Ezequiel Urribarri. We thank Robert Meredith 
and Mark Springer for guidance regarding molecu-
lar methods and phylogeny construction. Lastly, we 
thank Francis Yang and Eric Treviso for assistance 
with collecting laboratory data on Rivulus embryonic 
development. Funding was provided by a University 
of California, Riverside Graduate Dean’s Dissertation 
Research Grant, the University of California, Irvine, 
and a National Science Foundation Postdoctoral 
Research Fellowship in Biology to A.I.F. (award 
1523666).

D
ow

nloaded from
 https://academ

ic.oup.com
/zoolinnean/article-abstract/184/3/773/4992590 by U

niversity of C
alifornia, Irvine user on 23 O

ctober 2018

http://academic.oup.com/zoolinnean/article-lookup/doi/10.1093/zoolinnean/zly021#supplementary-data
https://doi.org/10.5061/dryad.8p8t27d﻿


DIAPAUSE IN RIVULUS (LAIMOSEMION) 787

© 2018 The Linnean Society of London, Zoological Journal of the Linnean Society, 2018, 184, 773–790

REFERENCES

Avise JC. 2006. Evolutionary pathways in nature: a phylogen-
etic approach. New York: Cambridge University Press. 

Breder CM, Rosen DE. 1966. Modes of Reproduction in 
Fishes. Jersey City, NJ: T.F.H. Publications.

Brosset A. 2003. Convergent and divergent evolution in 
rain-forest populations and communities of cyprinodonti-
form fishes (Aphyosemion and Rivulus) in Africa and South 
America. Canadian Journal of Zoology-Revue Canadienne 
De Zoologie 81: 1484–1493.

Cellerino A, Valenzano DR, Reichard M. 2016. From the 
bush to the bench: the annual Nothobranchius fishes as 
a new model system in biology. Biological Reviews of the 
Cambridge Philosophical Society 91: 511–533.

Costa WJEM. 2006. Relationships and taxonomy of the killi-
fish genus Rivulus (Cyprinodontiformes: Aplocheiloidei: 
Rivulidae) from the Brazilian Amazonas river basin, with 
notes on historical ecology. Aqua, Journal of Ichthyology and 
Aquatic Biology 11: 133–175.

Costa WJEM. 2011. Phylogenetic position and taxonomic 
status of Anablepsoides, Atlantirivulus, Cynodonichthys, 
Laimosemion and Melanorivulus (Cyprinodontiformes: 
Rivulidae). Ichthyological Exploration of Freshwaters 22: 
233–249.

Costa WJEM. 2013. Historical biogeography of aplocheiloid 
killifishes (Teleostei: Cyprinodontiformes). Vertebrate 
Zoology 63: 139–154.

Costa WJEM, Bragança PHN. 2013. A new miniature 
killifish of the genus Laimosemion, subgenus Owiyeye, 
from the Negro river drainage, Brazilian Amazon 
(Cyprinodontiformes: Rivulidae). Ichthyological Exploration 
of Freshwaters 24: 93–96.

Dominguez-Castanedo O, Mosqueda-Cabrera MA, 
Valdesalici S. 2013. First observations of annualism in 
Millerichthys robustus (Cyprinodontiformes: Rivulidae). 
Ichthyological Exploration of Freshwaters 24: 15–20.

Felsenstein J. 1985. Phylogenies and the comparative 
method. The American Naturalist 125: 1–15.

Filipski A, Murillo O, Freydenzon A, Tamura K, Kumar 
S. 2014. Prospects for building large timetrees using molecu-
lar data with incomplete gene coverage among species. 
Molecular Biology and Evolution 31: 2542–2550.

Fraser DF, Gilliam JF, MacGowan MP, Arcaro CM, 
Guillozet PH. 1999. Habitat quality in a hostile river corri-
dor. Ecology 80: 597–607.

Furness AI. 2016. The evolution of an annual life cycle in killi-
fish: adaptation to ephemeral aquatic environments through 
embryonic diapause. Biological Reviews of the Cambridge 
Philosophical Society 91: 796–812.

Furness AI, Lee K, Reznick DN. 2015a. Adaptation in a vari-
able environment: phenotypic plasticity and bet-hedging dur-
ing egg diapause and hatching in an annual killifish. Evolution; 
international journal of organic evolution 69: 1461–1475.

Furness AI, Reznick DN, Springer MS, Meredith RW. 
2015b. Convergent evolution of alternative developmen-
tal trajectories associated with diapause in African and 
South American killifish. Proceedings of the Royal Society B: 
Biological Sciences 282: 1–9.

Harvey PH, Pagel MD. 1991. The comparative method in evo-
lutionary biology. Oxford: Oxford University Press.

Hrbek T, Larson A. 1999. The evolution of diapause 
in the killifish family Rivulidae (Atherinomorpha, 
Cyprinodontiformes): a molecular phylogenetic and bio-
geographic perspective. Evolution; international journal of 
organic evolution 53: 1200–1216.

Hrbek T, Pereira de Deus C, Pires Farias I. 2004. Rivulus 
duckensis (Teleostei; Cyprinodontiformes): new species from 
the Tarumã Basin of Manaus, Amazonas, Brazil, and its rela-
tionship to other neotropical Rivulidae. Copeia 3: 569–576.

Hrbek T, Taphorn DC. 2010. New species of Rivulus from 
the Amazonas. Journal of the American Killifish Association 
43: 99–106.

Huber JH. 2012. Reappraisal of phylogeny of Rivulus and its 
allied focused on external characters. Killi Data Series 2012: 
9–25.

Kocher TD, Thomas WK, Meyer A, Edwards SV, Paabo S, 
Villablanca FX, Wilson AC. 1989. Dynamics of mitochon-
drial DNA evolution in animals: amplification and sequencing 
with conserved primers. Proceedings of the National Academy 
of Sciences of the United States of America 86: 6196–6200.

Kumar S, Hedges SB. 1998. A molecular timescale for verte-
brate evolution. Nature 392: 917–920.

Lee MS, Worthy TH. 2012.  Likelihood reinstates 
Archaeopteryx as a primitive bird. Biology letters 8: 299–303.

Levels PJ, Denuce MJ. 1988. Intrinsic variability in the 
frequency of embryonic diapauses of the annual fish 
Nothobranchius korthausae, regulated by light:dark cycle and 
temperature. Environmental Biology of Fishes 22: 211–223.

Levels PJ, Gubbels RE, Denucé JM. 1986. Oxygen con-
sumption during embryonic development of the annual 
fish Nothobranchius korthausae with special reference to 
diapause. Comparative Biochemistry and Physiology. A, 
Comparative Physiology 84: 767–770.

Maddison WP, Maddison DR. 2011. Mesquite: a modular 
system for evolutionary analysis. Version 2.75. Available at: 
http://mesquiteproject.org

Martin KL. 1999. Ready and waiting: delayed hatching and 
extended incubation of anamniotic vertebrate terrestrial 
eggs. American Zoologist 39: 279–288.

Martin KLM, Podrabsky JE. 2017. Hit pause: developmen-
tal arrest in annual killifishes and their close relatives. 
Developmental Dynamics: an official publication of the 
American Association of Anatomists 246: 858–866.

Matias JR. 1982. Embryonic diapause in annual fishes: evap-
orative water-loss and survival. Experientia 38: 1315–1317.

Matias JR, Markofsky J. 1978. Survival of embryos of 
annual fish Nothobranchius guentheri exposed to tempera-
ture extremes and subsequent effects on embryonic dia-
pause. Journal of Experimental Zoology 204: 219–227.

Meyer A, Kocher TD, Basasibwaki P, Wilson AC. 1990. 
Monophyletic origin of Lake Victoria cichlid fishes suggested 
by mitochondrial DNA sequences. Nature 347: 550–553.

Miller MA, Pfeiffer W, Schwartz T. 2010. Creating the 
CIPRES Science Gateway for inference of large phylogenetic 
trees. Proceedings of the Gateway Computing Environments 
Workshop (GCE). New Orleans, LA, 1–8.

D
ow

nloaded from
 https://academ

ic.oup.com
/zoolinnean/article-abstract/184/3/773/4992590 by U

niversity of C
alifornia, Irvine user on 23 O

ctober 2018

http://mesquiteproject.org


788 A. I. FURNESS ET AL.

© 2018 The Linnean Society of London, Zoological Journal of the Linnean Society, 2018, 184, 773–790

Milligan B. 1998. Total DNA isolation. In: Hoelzel AR, ed. 
Molecular genetic analysis of populations. London: Oxford 
University Press, 29–60.

Mourabit S, Edenbrow M, Croft DP, Kudoh T. 2011. 
Embryonic development of the self-fertilizing mangrove killi-
fish Kryptolebias marmoratus. Developmental Dynamics: an 
official publication of the American Association of Anatomists 
240: 1694–1704.

Murphy WJ, Collier GE. 1997. A molecular phylogeny for 
aplocheiloid fishes (Atherinomorpha, Cyprinodontiformes): 
the role of vicariance and the origins of annualism. Molecular 
Biology and Evolution 14: 790–799.

Murphy WJ, Thomerson JE, Collier GE. 1999. 
Phylogeny of the Neotropical killifish family Rivulidae 
(Cyprinodontiformes, Aplocheiloidei) inferred from mito-
chondrial DNA sequences. Molecular Phylogenetics and 
Evolution 13: 289–301.

Pagel M. 1999. The maximum likelihood approach to recon-
structing ancestral character states of discrete characters on 
phylogenies. Systematic Biology 48: 612–622.

Palumbi S, Martin A, Romano S, McMillan OW, 
Stice L, Grabowski G. 2002. The simple fool’s guide 
to PCR. 1–45. Available at: http://palumbi.stanford.edu/
SimpleFoolsMaster.pdf

Pinceel T, Vanschoenwinkel B, Deckers P, Gregoir A, Ver 
Eecke T, Brenconck L. 2015. Early and late developmen-
tal arrest as complementary embryonic bet-hedging strate-
gies in African killifish. Biological Journal of the Linnean 
Society 114: 941–948.

Podrabsky JE, Garrett ID, Kohl ZF. 2010a. Alternative 
developmental pathways associated with diapause regulated 
by temperature and maternal influences in embryos of the 
annual killifish Austrofundulus limnaeus. The Journal of 
Experimental Biology 213: 3280–3288.

Podrabsky JE, Hand SC. 1999. The bioenergetics of embry-
onic diapause in an annual killifish, austrofundulus lim-
naeus. The Journal of Experimental Biology 202: 2567–2580.

Podrabsky JE, Riggs CL, Romney AL, Woll SC, Wagner 
JT, Culpepper KM, Cleaver TG. 2017. Embryonic devel-
opment of the annual killifish Austrofundulus limnaeus: 
an emerging model for ecological and evolutionary devel-
opmental biology research and instruction. Developmental 
Dynamics: an official publication of the American Association 
of Anatomists 246: 779–801.

Podrabsky JE, Tingaud-Sequeira A, Cerda J. 2010b. 
Metabolic dormancy and responses to environmental desic-
cation in fish embryos. In: Lubzens E, Cerda J, Clark M, eds. 
Dormancy and resistance in harsh environments. Topics in 
Current Genetics, vol. 21. Berlin, Heidelberg: Springer, 203–226.

Pollux BJA, Pires MN, Banet AI, Reznick DN. 2009. 
Evolution of placentas in the fish family Poeciliidae: an 
empirical study of macroevolution. Annual Review of Ecology, 
Evolution, and Systematics 40: 271–289.

Posada D. 2008. jModelTest: phylogenetic model averaging. 
Molecular Biology and Evolution 25: 1253–1256.

Pulwarty RS, Barry RG, Riehl H. 1992. Annual and seasonal 
patterns of rainfall variability over Venezuela. Erdkunde 46: 
273–289.

de Queiroz A, Gatesy J. 2007. The supermatrix approach to 
systematics. Trends in Ecology & Evolution 22: 34–41.

Rajakumar R, San Mauro D, Dijkstra MB, Huang MH, 
Wheeler DE, Hiou-Tim F, Khila A, Cournoyea M, 
Abouheif E. 2012. Ancestral developmental potential facili-
tates parallel evolution in ants. Science (New York, N.Y.) 335: 
79–82.

Reznick DN, Mateos M, Springer MS. 2002. Independent 
origins and rapid evolution of the placenta in the fish genus 
Poeciliopsis. Science (New York, N.Y.) 298: 1018–1020.

Richardson MK, Hanken J, Gooneratne ML, Pieau C, 
Raynaud A, Selwood L, Wright GM. 1997. There is no 
highly conserved embryonic stage in the vertebrates: impli-
cations for current theories of evolution and development. 
Anatomy and Embryology 196: 91–106.

Sayer MDJ, Davenport J. 1991. Amphibious fish: why do 
they leave water? Reviews in Fish Biology and Fisheries 1: 
159–181.

Schluter D, Price T, Mooers AØ, Ludwig D. 1997. Likelihood 
of ancestor states in adaptive radiation. Evolution; inter-
national journal of organic evolution 51: 1699–1711.

Seghers BH. 1978. Feeding behavior and terrestrial locomo-
tion in the Cyprinodontid fish, Rivulus hartii (Boulenger). 
Verhandlungen des Internationalen Verein Limnologie 20: 
2055–2059.

Simpson BRC. 1979. The phenology of annual killifishes. 
In: Miller PJ, ed. Fish Phenology: Anabolic Adaptiveness in 
Teleosts, Symposium of the Zoological Society of London. 
London: Academic Press, 243–261.

Stamatakis A. 2014. RAxML version 8: a tool for phylo-
genetic analysis and post-analysis of large phylogenies. 
Bioinformatics (Oxford, England) 30: 1312–1313.

Swofford DL. 2002. PAUP: phylogenetic analysis using parsi-
mony. Sunderland, MA, USA: Sinauer Associates.

Tamura K, Stecher G, Peterson D, Filipski A, Kumar S. 
2013. MEGA6: molecular evolutionary genetics analysis ver-
sion 6.0. Molecular Biology and Evolution 30: 2725–2729.

Thomerson JE, Nico L, Taphorn DC. 1992. Rivulus tec-
minae, a new killifish from Amazonas Territory, Venezuela 
(Cyprinodontiformes: Rivulidae). Ichthyological Exploration 
of Freshwaters 2: 289–296.

Thomerson JE, Taphorn DC. 1992. Two new annual 
k i l l i f i shes  f rom Amazonas  Terr i tory, Venezuela 
(Cyprinodontiformes: Rivulidae). Ichthyological Exploration 
of Freshwaters 3: 377–384.

Thompson AW, Hayes A, Podrabsky JE, Ortí G. 2017. 
Gene expression during delayed hatching in fish-out-of-
water. Ecological Genetics and Genomics 3: 52–59.

Thompson AW, Ortí G. 2016. Annual killifish transcriptom-
ics and candidate genes for metazoan diapause. Molecular 
Biology and Evolution 33: 2391–2395.

Turko AJ, Wright PA. 2015. Evolution, ecology and physi-
ology of amphibious killifishes (Cyprinodontiformes). 
Journal of Fish Biology 87: 815–835.

Vaidya G, Lohman DJ, Meier R. 2011. SequenceMatrix: con-
catenation software for the fast assembly of multi-gene data-
sets with character set and codon information. Cladistics 27: 
171–180.

D
ow

nloaded from
 https://academ

ic.oup.com
/zoolinnean/article-abstract/184/3/773/4992590 by U

niversity of C
alifornia, Irvine user on 23 O

ctober 2018

http://palumbi.stanford.edu/SimpleFoolsMaster.pdf
http://palumbi.stanford.edu/SimpleFoolsMaster.pdf


DIAPAUSE IN RIVULUS (LAIMOSEMION) 789

© 2018 The Linnean Society of London, Zoological Journal of the Linnean Society, 2018, 184, 773–790

Verla-Lasheras I, Van Dooren TJM. 2014. Desiccation plas-
ticity in the embryonic life histories of non-annual rivulid 
species. EvoDevo 5: 16.

Vermeulen F. 2011. The killies of Venezuela. Journal of the 
American Killifish Association 44: 72–89.

Vermeulen F, Valdesalici S, Garcia-Gil JR. 2013. Rivulus 
tomasi (Teleostei: Cyprinodontiformes: Rivulidae), a new 
killifish from Tobogán de la Selva, middle Orinoco river 
drainage in the Amazonas Territory, southwest Venezuela. 
Aqua, International Journal of Ichthyology 19: 187–192.

Weber MG, Agrawal AA. 2012. Phylogeny, ecology, and the 
coupling of comparative and experimental approaches. 
Trends in Ecology & Evolution 27: 394–403.

Wiggins GB, Mackay RJ, Smith IM. 1980. Evolutionary and 
ecological strategies of animals in annual temporary pools. 
Archiv für Hydrobiologie 58: 97–206.

Williams WD. 1985. Biotic adaptations in temporary lentic 
waters, with special reference to those in semi-arid and arid 
regions. Hydrobiologia 125: 85–110.

Wourms JP. 1972a. Developmental biology of annual fishes. 
I. Stages in the normal development of Austrofundulus 
myersi Dahl. Journal of Experimental Zoology 182: 143–167.

Wourms JP. 1972b. The developmental biology of annual 
fishes. II. Naturally occurring dispersion and reaggregation 
of blastomers during the development of annual fish eggs. 
Journal of Experimental Zoology 182: 169–200.

Wourms JP. 1972c. The developmental biology of annual 
fishes. III. Pre-embryonic and embryonic diapause of vari-
able duration in the eggs of annual fishes. Journal of 
Experimental Zoology 182: 389–414.

Xu X, You H, Du K, Han F. 2011. An Archaeopteryx-like thero-
pod from China and the origin of Avialae. Nature 475: 465–470.

SUPPORTING INFORMATION

Additional Supporting Information may be found in the online version of this article at the publisher's web-site.

Figure S1. Early developmental sequence of a Rivulus (Anablepsoides) hartii embryo (20 °C, water incubation), 
photographed at ×40 magnification. A, when the embryo was first collected and photographed it was undergoing 
epiboly. B, epiboly; 2.5 h post-collection. C, epiboly; 5 h post-collection. D, dense cellular aggregate; 10 h post-
collection. E, embryo axis; 21 h post-collection. F, embryo axis; 24 h post-collection. G, first somites forming; 29 h 
post-collection. H, six somites; 34 h post-collection. I, ten somites; 45 h post-collection. J, 13 somites; 49 h post-col-
lection. K, 14 somites; 54 h post-collection. L, mid- to late-somite embryo; 3 days post-collection. Note the absence 
of a dispersed cell phase, which would have manifested between epiboly and the formation of the embryonic axis 
(i.e. between C and E).
Figure S2. Early developmental sequence of a Rivulus (Anablepsoides) hartii embryo (25 °C, peat incubation), 
photographed at ×40 magnification. A, when the embryo was first collected and photographed it was at the blas-
tula stage. B, epiboly; 17 h post-collection. C, epiboly; 24 h post-collection. D, embryo axis; 32 h post-collection. E, 
six somites; 45 h post-collection. F, ten somites; 52 h post-collection. G, 18 somites; 68 h post-collection. H, mid- to 
late-somite embryo; 89.5 h post-collection.
Figure S3. Early developmental sequence of a Rivulus (Laimosemion) xiphidius embryo (25 °C, peat incubation), 
photographed at ×40 and ×100 magnification. A1, A2, when the embryo was first collected and photographed it 
was at the flattened blastula stage. B1, B2, epiboly; 17 h post-collection. C1, C2, aggregate; 23 h post-collection. 
D1, D2, embryo axis; 32 h post-collection. E, four somites; 45 h post-collection. F, eight somites; 52 h post-collec-
tion. G, 16 somites; 68 h post-collection. H, 24 somites; 89.5 h post-collection. I, mid- to late-somite embryo; 98 h 
post-collection. J, late-somite embryo; 114 h post-collection. K, fin buds; 141 h post-collection. L, fin buds; 163 h 
post-collection.
Figure S4. Early developmental sequence of a Rivulus (Laimosemion) tomasi embryo (25 °C, peat incubation), 
photographed at ×40 magnification with ×100 insets. A, when the embryo was first collected and photographed 
it was at the six-cell stage. B, blastula; 17 h post-collection. C, flat blastula; 23 h post-collection. D, epiboly; 32 h 
post-collection. E, dispersed/slight aggregate; 45 h post-collection. F, dispersed/slight aggregate; 52 h post-collec-
tion. G, extremely faint embryo axis; 68 h post-collection. H, embryo axis; 89.5 h post-collection. I, five somites; 
98 h post-collection. J, 11 somites; 114 h post-collection. K, 19 somites; 141 h post-collection. L, 25 somites; 163 h 
post-collection.
Figure S5. Early developmental sequence of a Rivulus (Laimosemion) rectocaudatus embryo (20 °C, water incu-
bation). A1–A3, when embryo was first collected and photographed it was in the dispersed cell stage; ×40, ×100 
and ×400 magnification. B1–B3, dispersed cell stage; ×40, ×100 and ×400 magnification; 2 h post-collection. C1–
C3, dispersed cell stage; ×40, ×100 and ×400 magnification; 4.5 h post-collection. D, dispersed cell stage, ×40 mag-
nification; 10 h post-collection. E, dispersed cell stage, ×40 magnification; 21 h post-collection. F, embryo axis, ×40 
magnification; 24 h post-collection. G, embryo axis, ×40 magnification; 29 h post-collection. H, embryo axis, ×40 
magnification; 34 h post-collection. I, seven somites, ×40 magnification; 49 h post-collection.
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Figure S6. Early developmental sequence of a Rivulus (Laimosemion) rectocaudatus embryo (20 °C, water incuba-
tion), photographed at ×40 magnification (insets are ×100 magnification). A, when the embryo was first collected 
and photographed it was at the blastula stage. B, blastula; 2 h post-collection. C, blastula; 4.5 h post-collection. D, 
blastula; 10 h post-collection. E, epiboly; 20 h post-collection. F, epiboly; 24 h post-collection. G, epiboly; 29 h post-
collection. H, dispersed; 34 h post-collection. I, dispersed; 45 h post-collection. J, dispersed; 49 h post-collection. K, 
dispersed; 54 h post-collection. L, two somites; 68 h post-collection. M, seven somites; 82.5 h post-collection. N, 11 
somites; 95 h post-collection.
Figure S7. Early developmental sequence of a Rivulus (Laimosemion) rectocaudatus embryo (25 °C, peat incuba-
tion), photographed at ×40 and ×100. A, when the embryo was first collected and photographed it was at the flat 
blastula stage. B1, B2, epiboly; 17 h post-collection. C1, C2, epiboly; 23 h post-collection. D1, D2, aggregate; 32 h 
post-collection. E1, E2, aggregate; 45 h post-collection. F1, F2, embryo axis; 52 h post-collection. G, three somites; 
68 h post-collection. H, 11 somites; 89.5 h post-collection. I, 14 somites; 98 h post-collection. J, 19 somites; 114 h 
post-collection. K, 27 somites; 141 h post-collection.
Figure S8. Maximum parsimony tree (5048 steps) obtained with PAUP 4.0b10 (Swofford, 2002). Bootstrap values 
> 50 are shown.
Table S1. Gene accession numbers for sequences used in this study.
Table S2. Currently recognized species in Rivulus (Laimosemion).
Table S3. Sequences for primers used in polymerase chain reaction amplifications.
Table S4. Models of molecular evolution chosen by jModeltest (Posada, 2008) on the basis of Bayesian informa-
tion criterion.
Table S5. Proportional likelihood values of reconstructed ancestral states for diapause II (Asymmetric 2 param-
eter model).
Table S6. Preferred spawning substrate for Rivulus (Laimosemion) species/populations reared in the laboratory. 
The number of embryos deposited in sand (bottom), spawning mop (bottom to mid-level) and floating plant (sur-
face) are indicated.
Table S7. Data on presence or absence of diapause I, the dispersed cell phase, diapause II and delayed hatching/
diapause III as a function of species, incubation medium and incubation temperature (see below, ‘Diapause scor-
ing guidelines, analyses, and results’ for definitions). For embryos incubated on peat moss, the duration of delayed 
hatching is the number of days from the completion of development until embryos perished or were hatched by 
being placed into water. For water-incubated embryos, the duration of delayed hatching/diapause III is the num-
ber of days from the completion of development until hatching occurred.
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