Table S2. Species numbers in teleost clades, and estimated U and Z a3 copy numbers in teleost species, investigated by Malmstrgm and co-workers.

(for the table legend also see next page)
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In the columns at the far left, the dark gray shading with white font highlights the clades for which Malmstrgm et al.1 concluded elevated copy number optima, with the numbers indicating the optimum U+Z a3 values as listed in Malmstrgm et al.1 Fig. 3.
In the second set of columns, with the title "Malmstrgm et al.1 Fig. 1 clades", it shows the lowest level of clades, and also the Gadiformes clade, distinguished by Malmstrgm et al.1 in their Fig. 1. White or gray coloring of blocks only serves easier visibility. Beryciformes and Lotinae may not form proper phylogenetic clades.
The colum "Species investigated by Malmstrgm et al.1" lists the 66 species that Malmstrgm et al.1 investigated.

At the far right, the colored fields, which are not in proper ratios, represent the

and time scale (MY

The column "Gadiform species numbers according to Nelson 2006™" indicates the number of species per gadiform clade as indicated in the book by Nelson 20067,

The column "Species numbers according to Davis et al. 2016° (or Nelson 20062, or Wikipedia)" indicates the number of species per clade following Davis et al. 20163, or, if Davis et al. 2016’ did not provide the information, by Nelson 2006 or Wi

years ago) which Malmstrgm et al.1 assigned to the separations of the investigated clades and species in their Fig. 1 and Supplementary Table 5.
The columns "estimated1 Z-a3 copies" and "estimated1 U-a3 copies" indicates the number of Z and U lineage a3 copies per species as listed in Malmstrgm et al.1 Supplementary Table 3.

ipedia (Wiki).



Red boxes highlight examples of situations which do not agree with the concept that abundant species are associated with high estimated numbers of U-a3 copies; the Z copy numbers are not included, since their limited number probably does not make a real difference, and conceptually the combination of U and Z is wrong (see main text).

What this table intends to show:

The choice of clades selected in the OU model by Malmstrgm et al.1 as regimes with elevated copy number optima seems quite arbitraily, and many other branchings do not agree with the concept that abundant species are associated with high estimated numbers of U+Z a3 copies.
The red boxes highlight that:

Blenniformes have many species, but Parablennius parvicorni's has only an estimated 8 U-a3 copies.

There are many more species in Carangiformes than in its sisterclade Anabantiformes, but in Anabantiformes the estimated U-a:3 copy numbers are much higher than in Canabantiformes.

There are many more species in Gobiformes than in its sisterclade Scombriformes plus Syngnathiformes, but in the latter the estimated U-a3 copy numbers are much higher.

The very high U-a:3 number in several Gadiformes, like for example in Gadus morhua, does not agree with the species-richness of Gadiformes, which with only 610 species is only modest for a >86 million year old teleost lineage.
Brosme brosme belongs to a very species-poor lineage, but nevertheless has an estimated 27 U-a3 copies.

There are many more species in Macrourinae than in its sisterclade Bathygadinae, but in the latter the estimated U-a3 copy numbers are much higher.

There are many more species in Macrourinae plus Bathygadinae plus Moridae than in the sister clade Trachyrincinae plus Muraenolepididae, but, on average, in the latter the estimated U-a3 copy numbers are much higher.

For representing the offspring of a 55 million year old lineage, Melanonidae has very few species, but nevertheless has a very high estimated U-a3 copy number.

For representing the offspring of a 138 million year old lineage, Percopsiformes has very few species, but nevertheless Typhlichthys subterraneus has a very high estimated U-a3 copy number.
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