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ntroduction

000 different viruses and 30,000
s and subtypes infect animals,
tes, protozoa, fungi and

gists have developed a single system of
‘ication and nomenclature that covers all

ional Committee on Taxonomy of Viruses)
(ICTV).



CLA ICATION METHODS

t method based on:

ical and pathogenic properties.
tropism.

ecolog
terlstlcs

d transmission

s that cause hepatitis (Canine hepatitis virus
ovirus", Rift Valley fever virus "bunyavirus"
patitis B virus "hepadnavirus”

”Bacte iophage”).



SLUASSIFICATION METHODS

T—

taxonomic systems have focused on
emselves and based on

size by v entrifugation and electron

0SCOPY. ‘
n morphology by electron microscopy.

stability by varying pH and temperature,
ure to lipid solvents and detergents, etc.

eactivity in serological methods.

Viru



ICATION METHODS

eria for classifying the viruses are:

f the virion and the type and
iral genome (Hierarchical virus

' itegy of viral replication and mRNA
IS (Baltimore classification system).

cing or partial sequencing of the viral genome
(Phylogenetic analysis or genotyping).



ical virus classification

system

of this system:
eic acid (Virus genome) :
or ss — Positive or negative

se — segm r non-segmented — linear or
lar — Haploid iploid.

ize and symmetry of the capsid: Helical or
edral.

nce or absence of a lipid bilayer envelope:
ped or naked.




RNA

dsRNA

oS

Reoviridae
Orthoreovirus
Orbivirus
Coltivirus
Rotavirus
Aguareovirus

2

Birnaviridae

Aguabirnawvirus
Avibirnavirus

100 nm

ssRNA (RT)

;8 . Rhabdoviridae
“Eanht Lyssavirus
Vesiculovirus
Orthomyxoviridae 0 rovirus
’ : Novirhabdovirus Deltavirus

Paramyxoviridae Bornaviridae Arenaviridae Bunyaviridae

Orthobunyavirus
Hantavirus
Nairovirus
Phiebovirus
Filoviridae
ssRNA (+) %
@ @ Neodaviridae @
Caliciviridae HEV-like Betanodavirus Togaviridae
B
Picornaviridae :
£ & i
Astroviridae Flaviviridae Arteriviridae




Iridoviridae
Poxviridae Ranavirus
Asfarviridae Chordopoxvirinae Lymphocystivirus
dsDNA (RT) @

Polyomaviridae

&

Hepadnaviridae Herpesviridae Papillomaviridae Adenoviridae

&

Circoviridae

&

Parvoviridae
Parvovirinae
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TR

ymplete or partial
equencing of the viral genome.

mparison of the nucleotide
quence using computer software.

assify the viral strains into
different lineages.

s http://www.ncbi.nlm.nih.gov).
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universal system for virus
taxonomy (USVT)

the international committee on the
iruses (ICNV) (1966) that

tional committee on the

TV) (1973) and based on:

Virion.

symmetry.

nce or absence of virus envelope.

Type and characteristics of the viral genome .
5. The strategy of virus replication.

m Classified the viruses into Order, Families,
Subfamilies, Genera and Species.




USVT
amed with the suffix (Virales)

irales (Paramyxoviridae, Rhabdoviridae,
d Filoviridae)

aviridae, Arteriviridae,

ae)

' mily named with the suffix (Viridae)

Poxviridae

ubfamily named with suffix (Virinae)

ily: Chordopoxvirinae.

Only Familes Pox, Herpes, Paramyxo, and Retro contains
- subfamilies.

@ The genera named with suffix (Virus)
Genus: Capripoxvirus
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erms related to virus
classification

« Variation in the virulence of
esogenic and

pes: Variation of the
opathogenisity of the virus strains.

BVD (Cytopathogenic and non-

cytopathogenic biotypes).



