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Why Is the Alpine Flora Comparatively Robust against
Climatic Warming?

Christian Korner *© and Erika Hiltbrunner
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Effects on
Alpine Plant
Communities

life conditions for alpine plant
communities create by climate and
topography
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Novel competitors shape species’ responses
to climate change

Jake M. Alexander', Jeffrey M. Diez® & Jonathan M. Levine'
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Phenological and elevational shifts of plants,
animals and fungi under climate change in the
European Alps
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Phenological and elevational shifts
under climate change, depending on
dispersal capacity and leading to new
species composition (competition)
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AC: competitive exclusion and conserved traits
AD: environmental fitering and convergent traits
BC: environmental filtering and conserved traits
BD: competitive exclusion and convergent traits

different ecological processes
acting on community assembly
(e.qg., environmental
filtering=similar adaptation or
competitive exclusion=non- B
similar species) with diversified
evolution of functional traits

How to preserve it ?

understanding how plant communities are assembled (functional or phylogenetic diversity) is a paramount..
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The Treasure Vault Can be Opened: Large-Scale
Genome Skimming Works Well Using Herbarium and
Silica Gel Dried Material
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Youri Lammers !, Adriana Alberti 3, Charles Pouchon 2, France Denoeud 3, Iva Pitelkova !,
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Bioinformatic
Challenges |

new computational tool need to overcome
complex plastid structure, mtDNA assembly
and organelle transfers issues using
traditional assembler
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Bioinformatic
Challenges |

development of ORTHOSKIM pipeline to
perform in silico sequence capture
(Pouchon et al. accepted.)
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example of ORTHOSKIM capture and phylogenetic application gene recovery using ORTHOSKIM
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Where is it Going?

more data, more taxa and more complex models (phylogeny and dating): utopia vs reality (Dahu)?
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