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Abstract. Spirobranchus tetraceros (Schmarda, 1861) originally briefly described from New South 
Wales, Australia was later reported as a widely distributed species of Indo-Pacific origin. The species 
was assumed to be a highly successful invasive Lessepsian migrant to the Mediterranean via the Suez 
Canal. However, recently, such wide distributions have been questioned and S. tetraceros was treated as 
a complex of morphologically similar species. Moreover, genetic evidence proved that the species that 
invaded the Mediterranean originated neither in warm temperate Australia nor in the Red Sea. This study 
examines the taxonomic status of Spirobranchus tetraceros populations along the east coast of Australia. 
Given the absence of the holotype, we re-described Spirobranchus tetraceros from New South Wales, 
designated the neotype supported by DNA sequence data, and fixed Port Botany as the type locality. The 
phylogenetic analysis revealed the existence of a sympatric cryptic species with a mean genetic distance of 
36% (described here as S. schmardai sp. nov.) and proved that the tropical coral-associated specimens from 
Queensland belong to at least two distinct species. We also suggest resurrecting the name S. multicornis 
Grube, 1862 for the Red Sea population of the Spirobranchus tetraceros complex. This study calls for a 
worldwide revision of the complex.

Introduction
Morphological variation in opercular morphology within 
the genus Spirobranchus de Blainville, 1818 appears to 
be so large that earlier taxonomists (e.g., Fauvel, 1923, 
1932; Rullier, 1972) lumped most of the tropical forms 
under S. giganteus. Ever since, many of the identifications 
of “S. giganteus” have included a number of different 

taxa. An initial morphological separation of the taxa 
within Spirobranchus was made by ten Hove (1970), 
who differentiated at least three geographically separated 
morphologies in the Spirobranchus giganteus / corniculatus 
complex (tropical forms with spiral radioles). He also 
separated forms with circular arrangement of radioles from 
those with spiral arrangements. However, following the 
cosmopolitan concept, which was dominant at the time 
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(reviewed by Hutchings & Kupriyanova, 2018), ten Hove 
(1970) lumped 22 nominal taxa worldwide with circular 
radioles under the oldest available name Spirobranchus 
tetraceros. Morphologically all these taxa have radioles 
arranged in a circle (non-spiral), fringed peduncular wings, 
and a conical or flat opercular endplate bearing in the middle 
three (“tricornis”), four (“tetraceros”) or six separate groups 
of antler-like spines branched at the tips. Spirobranchus 
tetraceros was considered as a species complex already 
by ten Hove (1994: 113); Fiege & ten Hove (1999: fig. 4); 
ten Hove & Kupriyanova (2009: 98); and Ben-Eliahu & 
ten Hove (2011: 91). Under the Spirobranchus tetraceros 
complex, for instance, ten Hove (1994: 113) states: “in 1970, 
I united various nominal taxa from circumtropical origin in 
a single species: S. tetraceros. Nowadays I realise that this 
has been an oversimplification, the taxon tetraceros probably 
contains a number of species”. However, the name has been 
used for various populations around the world (see Palero 
et al., 2019). 

The first DNA sequence data for the S. tetraceros complex 
were provided by Perry et al. (2018) who examined a 
population of S. cf. tetraceros from the Red Sea (Eilat, 
Israel). The authors expressed doubt that the Red Sea 
population belongs to S. tetraceros sensu stricto. This issue 

was resolved by Palero et al. (2019) who revealed that the 
Mediterranean specimens of S. cf. tetraceros recently newly 
recorded from Valencia were genetically identical to those 
from Heraklion, Crete, but differed from those collected in 
the Red Sea (Perry et al., 2018) and Sydney, NSW, Australia. 
Thus, the results of Palero et al. (2019) for the first time 
confirmed, by means of molecular data, the long-standing 
morphology-based conclusion that S. tetraceros is a species 
complex.

The status of the Spirobranchus tetraceros complex in 
Australia remains unresolved. The nominal species was 
described (as Pomatoceros tetraceros) by Schmarda (1861) 
from Australia during an around the world voyage and the 
collection locality is not specified beyond New South Wales. 
The original description translated from German (by IB) is 
very brief: “Body of animal has general shape of the genus, 
as far as I can tell. Body colours are brick-red and blue-green. 
Length 5 mm. Operculum shaped like inverted cone, the 
upper part slightly protruding and ribbed. Edge denticulate. 
Centre of plain slightly depressed. Four short, antler-shaped 
extensions sitting in dent. Colour red (with the exception 
of ribs, which are green). Number of radioles about 20 per 
bunch. Lower part red, upper part green. Collar split on 
ventral side, somewhat folded back and with white edge; 

Figure 1.  Map of localities for the specimens of the S. tetraceros complex collected along NSW and Qld 
coasts of Australia. Green points indicate S. tetraceros sensu stricto and S. schmardai sp. nov. (NSW), blue 
points indicate the S. cf. tetraceros complex (Qld).
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dorsally with plural pointed extensions on the upper margin. 
Apart from six bundles of bristles attached to the mantle there 
are (as in other serpulids) two bundles of bristles attached to 
the collar. New South Wales.” The description is accompanied 
by a colour drawing (Fig. 3A) of the single specimen (not 
retained) presumably used for the description. This single 
holotype has not been deposited either in Australia, or in 
the Museum Joanneum (now Universalmuseum Joanneum) 
where Ludwig Schmarda was head of the zoology department 
from 1849 to 1851 (U. Hausl-Hofstätter, pers. comm.)

The reported geographic distribution of the S. tetraceros 
complex in Australia is wide (NSW and Qld: Straughan, 
1967, fig. 14b–d as S. tricornis, Qld: Kupriyanova et al., 
2015: 332, fig. 28A, B), WA: Johansson, 1918; Pillai, 2009: 
158), while both morphology and ecological requirements 
reported for this nominal taxon are very variable. Straughan 
(1967) does not use the name S. tetraceros, but instead uses 
the name S. semperi for specimens with four distinct horns 
from Qld, and S. tricornis for specimens with three horns 
from both Qld and NSW. Smith (1985: 51–61) differentiates 
between rock and wooden pylons harbouring “sp. A” in 
NSW (thus probably the original S. tetraceros), and coral 
harbouring “sp. B” in the Great Barrier Reef. In the tropical 
Kimberley region, Western Australia, Pillai (2009) reports 
S. tetraceros mostly living in tubes covered by scleractinian 
corals, consequently referring to the former as coral 

associates. Pillai (2009: 149) states: “The number of main 
horns in S. tetraceros from the Kimberleys is 3, and they are 
dichotomously branched”. Apparently at least two species, a 
tropical and temperate could be present in the S. tetraceros 
complex in Australia. 

Because the identity of the original S. tetraceros cannot 
be determined and the type does not exist, a designation of 
the neotype from NSW, Australia is needed to start resolving 
the complex worldwide. Thus, the goal of this paper was to 
re-describe Spirobranchus tetraceros from the type locality 
(NSW) and to designate the neotype supported by DNA 
sequence data. In addition, we aimed to determine the status 
of the species from the east coast of Australia, particularly 
from tropical Queensland.

Material and methods
The study was based on serpulids tentatively identified as 
Spirobranchus tetraceros collected along the east coast of 
Australia (NSW and Qld) and deposited in the collections 
of the Australian Museum (Fig 1). Although numerous 
specimens under the name S. tetraceros from NSW and 
Qld (156 registration lots) are available in the collection, 
we selected only 14 specimens that were either preserved 
in 95% ethanol or fixed in formalin but had tissue samples 

Table 1. Terminals used in phylogenetic analysis with registration numbers and collection localities; reg. museum registration 
number; loc. collection locality; * data derived during the present study; ZRC—numbers for Zoological Record Collection of 
the Lee Kong Chian Natural History Museum, National University of Singapore; VR—Steinhardt Museum of Natural History, 
Tel Aviv, Israel; ZUTC—Zoological Museum of the University of Tehran, Tehran, Iran; MUVHN—Museu de la Universitat de 
València d’Història Natural. Auckland_S3, PuysegurBank_2, and Quarantine_S2, from New Zealand, are field numbers only.

 species reg. loc. cyt b 18S source

 S. cf. tetraceros sp. C W.30500 Qld, Torres Strait  ON457550 ON228373 *
 S. tetraceros W.35308 NSW, Cape Three Points ON457546 ON221916 *
 S. cf. tetraceros sp. C W.42374 Qld, Heron Island  ON457540 ON228374 *
 S. schmardai sp. nov. W.42389 NSW, Kurnell MN631161 ON228372 *& Palero et al., 2020
 S. cf. tetraceros sp. C W.42391 Qld, Heron Island ON457541 ON228370 *
 S. schmardai sp. nov. W.42393 NSW, Kurnell ON457552 ON221934 *
 S. cf. tetraceros sp. B W.45073 Qld, Lizard Island  ON457542 ON228371 *
 S. tetraceros W.49841 NSW, Port Kembla ON457543 — *
 S. tetraceros W.49844 NSW, Shellharbour ON457544 — *
 S. tetraceros W.49845 NSW, Shellharbour ON457545 — *
 S. tetraceros W.51856 NSW, Port Botany ON457547 ON221936 *
 S. schmardai sp. nov. W.51857 NSW, Port Botany ON457553 ON221935 *
 S. tetraceros W.51858 NSW, Port Botany ON457548 ON221937 *
 S. tetraceros W.51859 NSW, Port Botany  ON457549 ON221938 *
 S. corniculatus VR.25267 Israel MF319327 MF319293 Perry et al., 2018
 S. gardineri VR.25319 Israel MF319342 MF319300 Perry et al., 2018
 S. aloni VR.25205 Israel MF319307 MF319276 Perry et al., 2018
 S. kraussii W.49976 South Africa MK308657 MK308672 Simon et al., 2019
 S. sinuspersicus ZUTC.6805 Iran MN372439 MN372446 Pazoki et al., 2020
 S. cariniferus Auckland_S3 New Zealand JX144875 JX144819 Smith et al., 2012
 S. cf. kraussii sp. 3 W.48302 Qld, Australia MK308648 MK308663 Simon et al., 2019
 S. cf. kraussii sp. 2 W.45327 Hawaii, USA MK308655 MK308670 Simon et al., 2019
 S. akitsushima W.49981 Japan MK308654 MK308669 Simon et al., 2019
 S. latiscapus  PuysegurBank_2 New Zealand JX144879 JX144821 Smith et al., 2012
 S. multicornis VR.25311 Israel MF319335 MF319295 Perry et al., 2018
 S. multicornis  VR.25312 Israel MF319336 MF319296 Perry et al., 2018
 S. cf. tetraceros  MUVHN-ZK0002 Spain MN631163 — Palero et al., 2020
 S. cf. tetraceros  MUVHN-ZK0004 Greece MN631162 — Palero et al., 2020
 Galeolaria hystrix Quarantine_S2 New Zealand JX144859 JX144800 Smith et al., 2012
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fixed in ethanol and deposited in the Frozen Tissue Collection 
(FTC) of the Australian Museum. Australian Museum (AM) 
registered specimens are prefixed “W”.

Specimens were photographed using a Canon EOS 7D 
with a Macro EF 100 mm and the Spot Flex CCD 15.2 
fitted on a Leica MZ16 Stereo microscope at the Australian 
Museum. Two paratypes with missing opercula of S. 
tetraceros and S. schmardai sp. nov. were dehydrated in 
ethanol, critical point dried, coated with 20 nm of gold, and 
examined under the Scanning Electron Microscope (SEM) 
JEOL JSM-6480 at Macquarie University, Sydney.

DNA extraction, amplification and sequencing

Genomic DNA was extracted from posterior parts of 
abdomens using the Bioline Isolate II genomic DNA kit 
according to the manufacturer’s protocol. Stock DNA was 
diluted 1:10 with deionized water to produce template strength 
DNA for Polymerase Chain Reactions (PCR). A combination 
of mitochondrial (cytochrome b) and ribosomal (18S) genes 
was used to check for concordance between these types of 
markers. Each of these markers evolves at a different rate and 
thus provides a different level of resolution.

The 18S rRNA genes (approximately 1800 bp) were amplified 
in two overlapping fragments, one of approximately 1100 bp 
with the primers TimA (AMCTGGTTGATCCTGCCAG) 
and 1100R2 (CGGTATCTGATCGTCTTCGA) from 
Nóren and Jordelius (1999); the other of approximately 
1300 bp using 18s2F (GTTGCTGCAGTTAAA) and 
18s2R (ACCTTGTTAGCTGTTTTACTTCCTC) from 
Kupriyanova et al. (2006). The 18S fragments were 
combined using Geneious Prime 2019.0.4 (https://www.
geneious.com). The cyt b gene fragments (approximately 
350 bp) were amplified with the primer pair Cytb424F 
(GGWTAYGTWYTWCCWTGRGGWCARAT) and cobr825 
(AARTAYCAYTCYGGYTTRATRTG) from Halt et al. (2009). 

PCR conditions were as follows: an initial denaturation 
step at 94°C for 3 min (18S and cyt b), 40 cycles at 94°C for 
30 s (18S) respectively 45 cycles at 94°C for 1 min (cyt b), 
52°C for 30 s (18S) respectively 50°C for 30 s (cyt b), 72°C 
for 30 s (18S) respectively 72°C for 1 min (cyt b), with a 
final extension at 72°C for 5 min (18S) respectively 8 min 
(cyt b). PCR success was detected using gel electrophoresis 
(1 % agarose gel stained with gel red (Biotium TM, San 
Francisco)) and visualized using a Bio-Rad XR+ Gel 
Documentation System. Successful PCR products were sent 
to Macrogen TM, South Korea where they were purified 
and standard Sanger sequencing was performed. Sequences 
were edited using Geneious and were aligned in Geneious 
(cyt b) or using MAFFT (18S; Katoh & Standley, 2013). A 
BLAST search confirmed the correct gene regions had been 
amplified (Altschul et al., 1990) and the new sequences were 
submitted to GenBank.

Two datasets were combined and analysed together. The 
first dataset included 13 cyt b sequences of S. tetraceros 
morphospecies from NSW and Qld and 15 sequences 
of Spirobranchus species downloaded from GenBank. 
The second dataset included 11 18S sequences of the 
same specimens, together with 12 sequences of the same 
Spirobranchus species from GenBank. Galeolaria hystrix 
Mörch, 1863 from New Zealand was used as the outgroup 
following Pazoki et al. (2020). Collection localities and 
GenBank accession numbers are found in Table 1. 
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Figure 2.  Bayesian majority rule consensus phylogram of the concatenated (18S + cyt b) sequence data set with congruent nodes indicated 
for maximum likelihood analysis. Numbers above branches are posterior probabilities obtained from the Bayesian analysis; numbers 
below branches are bootstrap values from ML analysis. Posterior probabilities >0.76 and bootstrap values >69 are shown.

Phylogenetic analyses
The concatenated analysed dataset included 1616 bp long 
18S and 347 bp cyt b long gene fragments. The phylogenetic 
relationships were inferred using maximum-likelihood 
analysis in IQ-TREE (Minh et al., 2020) and Bayesian 
inference in MrBayes (Ronquist et al., 2012). Separate 
nucleotide substitution models selected using the Bayesian 
information criterion in ModelFinder (Kalyaanamoorthy 
et al., 2017) for maximum likelihood analysis were 
HKY+F+I+G4 for cyt b and TNe+I for 18S. Branch support 
was estimated using 1000 ultrafast bootstraps (Hoang et 
al., 2018). For Bayesian inference, independent GTR+I+G 
models were used for each marker and a Markov chain 
Monte Carlo analysis was run for 10 million generations, 

with samples drawn every 1000 generations and the first 
1000 samples removed as burn-in. Nodal support was 
indicated by posterior probabilities. Pairwise distances 
between all Spirobranchus cyt b sequences were calculated 
(Table 2) using the Kimura 2-parameter model in MEGA-X 
(Kumar et al., 2018).

Results 
The results of maximum-likelihood and Bayesian inference 
(BI) analyses using the concatenated dataset are presented 
in Fig. 2. Both analyses resulted in the same tree topology 
and inferred five major clades within Spirobranchus: S. 
tetraceros sensu stricto complex, S. cf. tetraceros complex, 
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S. kraussii complex, S. latiscapus and a “Christmas Tree 
worms” clade. The relationships among these major clades 
were poorly resolved, with the first four clades forming 
a four-way polytomy. The “Christmas Tree Worm” clade 
was recovered in sister-group relationships with the major 
polytomy. 

Ten specimens of S. tetraceros from warm temperate 
localities (Sydney, NSW) formed a reasonably well 
supported (BI posterior probability 0.97, ML bootstrap 69) 
clade made of perfectly supported (pp 1, bs 100) sister clades 
Spirobranchus tetraceros sensu stricto and S. cf. tetraceros A 
(described here as S. schmardai sp. nov.). The second major 
clade (pp 0.96, bs 70) included monophyletic S. cf. tetraceros 
from Queensland, Australia (Heron Island and Torres Strait) 
forming a sister group with the specimens of S. multicornis 
from Eilat, the Red Sea (as S. tetraceros in Perry et al., 2020), 
S. cf. tetraceros clade from the Mediterranean (Greece and 
Spain) and S. cf. tetraceros from Queensland (Lizard Island) 
forming a basal grade. Thus, the monophyly of the three “S. 
tetraceros” Australian clades was not supported. 

Overall, this study recovered six distinct lineages 
(putative species) of the S. tetraceros complex (Table 2). 
Among Australian clades of the S. tetraceros complex (S. 
tetraceros sensu stricto and S. cf. tetraceros), intraspecific 
Kimura-2 parameter (K2P) distances ranged from 0.00 to 
0.01 and interspecific distances ranged from 0.34 to 0.46 
substitutions per site.

Taxonomy
Genus Spirobranchus de Blainville, 1818

Spirobranchus tetraceros 
(Schmarda, 1861)

Figs 3A–C, 4
Pomatoceros tetraceros Schmarda, 1861: 30, pl. 21, fig. 179. 

[“Neu-Süd-Wales” (New South Wales). Short description 
with a figure; Grube, 1862: 66. [Name only]

Galeolaria ?tetracerus (Schmarda) Mörch, 1863, p. 371 [no 
new data]; contrary to Halt et al. (2009, p. 217) neither 
Schmarda’s original description (operculum quadricorne, 
repeated in German “vier kurze, geweihartige Fortsätze”, 
in which four antler-like projections are visible in his fig. 
179 as well), nor Mörch’s interpretation of Schmarda’s 
figure, can refer to Galeolaria hystrix, the taxon had 
been correctly attributed by Schmarda to Pomatoceros, 
nowadays Spirobranchus]

Vermilia tetraceros (Schmarda) Quatrefages, 1865, p. 520 
[diagnosis of Schmarda].

In part Pomatoceros elaphus Haswell, 1885, pp. 663–665, 
pl. 31, fig. 7, pl. 3 2, figs 9–10 [Port Jackson, Sydney. 
Description; figure of operculum, peduncular wings and 
radioles].

In part Spirobranchus giganteus.—Dew, 1959, pp. 45–46, 
fig. 17 [several localities from Queensland to New South 
Wales (of the four specimens studied, two belonged to 
S. corniculatus)]

In part Spirobranchus tricornis.—Straughan, 1967, p. 244, 
fig. 14b–d [New South Wales—few characters]

In part Spirobranchus tetraceros.—Day & Hutchings, 1979, 
p. 147 [checklist of Australian records and specimens].

Material studied 
Neotype: Australian Museum W.51859, New South Wales, 
Port Botany, off La Perouse Point, 33°59'36"S 151°13'39"E, 
1 spec. without tube.

Additional materials: Australian Museum W.35308, NSW, 
Cape Three Points 33°31'55"S 151°24'57"E, 1 spec. without 
operculum (prepared for SEM); W.49841, Port Kembla, 
north east of Martin Island, 34°29'47"S 150°56'11"E, 1 
spec. in tube; W.49844, NSW, Shellharbour, 34°36'12"S 
150°53'42"E, 1 spec. without operculum; W.49845, NSW, 
Shellharbour, same as above, 1 spec. without operculum; 
W.51856, NSW, Port Botany, off La Perouse Point, 
33°59'36"S 151°13'39"E, 1 spec. with simple conical 
operculum without spines; W.51858, NSW, Port Botany, La 
Perouse, same as above, 1 spec. without operculum.

Comparative material
Spirobranchus cf. tetraceros sp. B

Australian Museum W.45073 Qld, Lizard Island, 14°40'46"S 
145°26'49"E, 1 spec. without operculum.

Spirobranchus cf. tetraceros sp. C

Australian Museum W.30500, Qld, Torres Strait, west of 
Hawkesbury Island, 10°21'44"S 142°7'4"E, 1 spec.; W.42374, 
Qld, Heron Island, 23°26'30"S 151°54'2"E, 1 spec.; AM 
W.42391, Qld, Heron Island, 23°26'30"S 151°54'2"E, 1 spec. 
without operculum.

Description 
Tube: attached to substrate throughout their length; tube 
colour predominantly pink (some parts maybe white) 
outside, white inside, circular in cross-section, without a 
tooth over entrance (Fig. 3D, E). Rounded in cross-section, 
one distinct irregular higher median keel and two or three 
lower slightly denticulate lateral keels and some irregular 
transversal ridges.

Radiolar crown: radioles arranged in two circles. Radioles 
square-shaped in cross-section, external side smooth, internal 
sides with two rows of pinnules of the same length, becoming 
slightly shorter towards tips of radioles. Terminal filaments 
without pinnules. Stylodes absent.

Interradiolar membrane: high, connecting over half of 
radiolar length, without lappets (processes) between radioles 
(Figs 3C, 4A).

Peduncle: nearly twice as thick as normal radioles (4A); 
inserted on the left of median line (Figs 3C, 4A), pigmented 
with white and blue colours (Fig. 3A).  Lateral distal wings 
elongated triangular, with pointed tips and crenulated inner 
margins.

Operculum: very variable, without prominent basal 
ampulla; endplate circular with thickened brim, slightly 
concave (AM W.51856 with simple conical operculum). 
In the centre opercular endplate bearing three groups of 
dichotomously branching (antler-like) spines (Fig. 3C–E); 
one group positioned medio-ventrally and two groups 
latero-dorsally. The most complex opercula showing one 
medio-ventral spine split thrice and two latero-dorsal spines 
split twice to thrice, with medial spinules irregularly placed.
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Figure 3.  Photographs of the neotype and additional specimens of Spirobranchus tetraceros sensu stricto. (A) original drawings of 
Pomatoceros tetraceros by Schmarda (1861); (B) original drawing of Pomatoceros elaphus by Haswell (1885); (C) neotype of S. tetraceros 
W.51859; (D) specimen W.49841 in tube; and (E) specimen W.49844, operculum (left), a tube fragment (right).

Collar and thoracic membranes: short, covering only the 
bases of radioles (Fig. 3C); tri-lobed, with a larger ventral 
and two smaller lateral lobes. Tonguelets present between 
lateral and ventral lobes. Lateral lobes continuing into 
thoracic membranes producing a ventral apron reaching to 
the second abdominal chaetiger (Fig. 4A). Bundle of collar 
chaetae large, distinct, situated at some distance anterior 
to remaining thoracic chaetae (Fig. 4A). Collar chaetae of 
two types: special Spirobranchus-type bearing basal bosses 
covered with minute denticles and simple limbate (Fig. 4B).

Thorax: with seven thoracic chaetigers, including six 
uncinigerous (Fig. 4A). Thoracic chaetae simple limbate 
of two sizes (Fig. 4C), Apomatus chaetae absent. Uncini 
saw-shaped with 12–14 teeth in profile, anterior peg flat, 

nearly triangular-shaped (dorsal uncini of second thoracic 
chaetiger, Fig. 3D). Ventral ends of thoracic uncinigerous 
tori widely separated anteriorly, gradually approaching one 
another towards the end of thorax, thus leaving a triangular 
depression.

Abdomen: abdominal chaetae long (approximately the 
same length as thoracic chaetae) throughout the abdomen, 
not becoming significantly longer towards pygidium; true 
trumpet-shaped with two rows of teeth (Fig. 3F). Uncini 
saw-shaped throughout the length of abdomen, with 11–12 
teeth per row, anterior pegs flat, nearly triangular (Fig. 4E).

Colour of preserved specimens: anterior end of thorax, 
distal ends of radioles, peduncle, and opercular endplate blue 
or white with blue specks (Fig. 3C–E).
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Figure 4.  Scanning electron microscopic micrographs of S. tetraceros sensu stricto W.35308. (A) lateral view of the anterior part of 
the paratype; (B) collar chaetae bundle with special Spirobranchus-type chaetae; (C) thoracic chaetae; (D) thoracic uncini; (E) anterior 
abdominal uncini; (F) anterior abdominal chaetae.
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Remarks
For a Spirobranchus cf. tetraceros population from Eilat, 
Perry et al. (2018) mention the inter-radiolar membrane 
with lappets between radioles and so does Palero et al. 
(2020) for the specimens from Spain. Moreover, ten Hove 
(1970) also included lappets (processes) between radioles 
in his composite description based on specimens from 
the Caribbean, Iranian Gulf, Banda Sea, and Philippines. 
The neotype and additional specimens of Spirobranchus 
tetraceros, however, lack such inter-radiolar lappets 
altogether. Ironically, although Schmarda (1861) named his 
species “tetraceros” because of four short, antler-shaped 
extensions (spines) in the centre of the operculum (Fig. 
3A), none of the specimens examined in this study show 
such opercula, they rather have three groups of branching 
spines very similar to the operculum of Pomatoceros elaphus 
Haswell, 1885 (Fig. 3B).

Interestingly, while Schmarda’s figure appears to illustrate 
four unbranching opercular spines figure, high magnification 
of the drawings shows at least three spines with a terminal 
bifurcation. Confusingly, Schmarda drew two spines 
turning away from the opercular endplate and crossing two 
others more or less parallel to the endplate, which might be 
interpreted as bifid. The total number in this figure would 
have been four, thus justifying the name “tetraceros”. 
However, if the right “horizontal spine” is merely reflecting 
a shadow on the endplate seen by Schmarda, the remaining 
arrangement of two more or less erect spines turning away 
from the distal plate and one projecting in between conform 
the general observed pattern of two latero-dorsal and one 
medio-ventral groups of spines. Also, in Schmarda’s figure 
the edge of the opercular ampulla is apparently shown as 
being “toothed”. One wonders whether the colour patterns 
as in Fig. 3C, E might have led Schmarda, with either poor 
illumination or bad optics, to such an interpretation of the 
opercular edge shape. 

As Schmarda did not leave any collections and thus the 
type material of Pomatoceros tetraceros is not available, here 
we designated a neotype in accordance with the International 
Code of Zoological Nomenclature (ICZN 1999), Article 75.3.

Spirobranchus schmardai sp. nov. 
urn:lsid:zoobank.org:act:52EEB181-5C75-4AC3-95DD-DB7EE76F5FB4

Figs 5, 6
In part Pomatoceros elaphus Haswell, 1885, pp. 663–665, 

pl. 31, fig. 7, pl. 32 figs 9–10. [Port Jackson, Sydney. 
Description; figure of operculum, peduncular wings and 
radioles]

In part Spirobranchus giganteus.—Dew, 1959, pp. 45–46, 
fig. 17. [several localities in Australia, from New South 
Wales to Queensland]

In part Spirobranchus tricornis.—Straughan, 1967, p. 244, 
fig. 14b–d. [New South Wales]

In part Spirobranchus tetraceros.—Day & Hutchings, 1979, 
p. 147 [checklist of Australian records and specimens]

Holotype Australian Museum W.42389 without tube, north-
east of Kurnell, “Anchor Reef”, 34°00'33"S 151°13'51"E; 
17.8 m. Paratypes W.42393, same data as for holotype, 
1 spec. without tube and operculum prepared for SEM; 
W.51857, Port Botany, off La Perouse Point, 33°59'36"S 
151°13'39"E, 1 spec. in tube.

Description
Tube:  missing in the holotype and in paratype AM W.42393; 
in paratype AM W.51857 predominantly pink outside, 
white inside, circular in cross-section, without a tooth over 
entrance (Fig. 5). One distinct irregular higher median keel 
and two or three lower lateral keels and some transversal 
ridges (Fig. 5B).

Radiolar crown: radioles in two circles (Fig. 5A). Radioles 
square-shaped in cross-section, external side smooth, internal 
sides with two rows of pinnules of the same length, becoming 
slightly shorter towards tips of radioles. Terminal filaments 
without pinnules. Stylodes absent.

Interradiolar membrane: high, connecting over half of 
radiolar length without distinct lappets (processes), but some 
thickenings between radioles present (Figs 5A, 6A).

Peduncle: three times as thick as normal radioles, inserted 
on the left of median line, pigmented with white/blue colours 
(Fig. 5A). Lateral distal wings wide, with pointed tips bearing 
finger-like processes on their inner margins (Fig. 5A).

Operculum: with circular flat calcareous endplate bearing 
three groups of dichotomously branched (antler-like) spines, 
position of spines always the same: one group medio-
ventrally and two latero-dorsally (Fig. 5A, B). 

Collar and thoracic membranes: collar short, covering 
only the bases of radioles (Figs 5A, 6A),  divided into one 
ventral and two lateral lobes. Tonguelets present between 
lateral and ventral lobes.  Latero-dorsal lobes continuing into 
thoracic membranes (Figs 5A, 6A) producing a short ventral 
apron. Collar chaetae of two types: special Spirobranchus-
type with basal bosses covered with minute denticles and 
simple limbate (Fig. 6B).

Thorax: with seven thoracic chaetigers, including six 
uncinigerous (Fig. 6A). Thoracic chaetae simple limbate 
of two sizes (Fig. 6C). Uncini saw-shaped 12-14 teeth 
with anterior peg flat, nearly triangular-shaped  (Fig. 6D). 
Ventral ends of thoracic uncinigerous tori widely separated 
anteriorly, gradually approaching one another towards the 
end of thorax, thus leaving a triangular depression (Fig. 6A).

Abdomen: abdominal chaetae long (approximately of the 
same length as thoracic chaetae) throughout the abdomen, 
not becoming significantly longer posteriorly; true trumpet-
shaped (Fig. 6F). Uncini saw-shaped throughout the 
abdomen, with 11–12 teeth per row, anterior pegs flat, nearly 
triangular (Fig. 6E)

Colour of preserved specimens: anterior end of thorax, 
distal ends of radioles, peduncle, and opercular endplate blue 
or white with blue specks (Fig. 5A–C).

Etymology. The species is named after Ludwig K. Schmarda, 
the author of Pomatoceros tetraceros.

Remarks
The holotype of S. schmardai sp. nov. has already been 
reported (along with the corresponding cyt b sequence) 
in Palero et al. (2020) as “S. tetraceros sensu stricto from 
NSW”. Since the present study shows lack of obvious 
phenotypic differentiation between the sibling species, the 
description of morphological characters of S. schmardai sp. 
nov. follows that of S. tetraceros included above. Also, the 
reliable synonymy for the new species is problematic, as 
either of the two cryptic sympatric species could have been 
reported under the names S. tetraceros, S. elaphus, and S. 
tricornis. The only potentially important morphological 

https://zoobank.org/52EEB181-5C75-4AC3-95DD-DB7EE76F5FB4
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Figure 5.  Photographs of S. schmardai sp. nov. holotype and paratype. (A) anterior part of the holotype W.42393, ventral view (left), 
lateral view (right); (B) paratype W.51857 in tube.

difference between the two species is the obvious lack of 
lappets between radioles in S. tetraceros and the presence 
of slight inter-radiolar thickenings in S. schmardai sp. nov.  
However, these subtle inter-radiolar characters have never 
been given consistent attention in previous descriptions and 
they might turn out to be common throughout the complex. 
Thus, following the example of Halt et al. (2009, for 
Galeolaria caespitosa Lamarck, 1818 and G. geminoa Halt 
et al., 2009), we included the molecular diagnostic characters 
of S. schmardai sp. nov. (Table 3).

Discussion
Morphological species delimitation is notoriously difficult 
within the genus Spirobranchus because of their high 
intraspecific variability in opercular structures, traditionally 
considered the major taxonomic characters of the genus. 
Mainly because of this high opercular variation, ten Hove 
(1970) initially synonymized 22 nominal taxa under the 
name S. tetraceros. However, already 20 years later, mainly 
on biogeographic insights, ten Hove’s synonymy was 
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Figure 6.  Scanning electron microscopic micrographs of S. schmardai sp. nov. paratype W.42393. (A) lateral view of the anterior part; 
(B) collar chaetae bundle with special Spirobranchus-type chaetae; (C) thoracic chaetae; (D) thoracic uncini; (E) anterior abdominal 
uncini; (F) anterior abdominal chaetae.
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Table 3.  The molecular diagnostic characters of S. schmardai 
sp. nov. in the following positions after primer in cyt b.

 position S. tetraceros S. schmardai sp. nov.

 45 G A
 48 G C
 65–67 TGC GGT
 81 A G
 87–93 GGGGTAC AGGCTTT
 102 A G
 108 A T
 112–120 CTTAATCGA TTAAACCGG
 125 A T
 132 C T
 144 T C
 147 A G
 151–154 GCAA CTTT
 157–165 GTGCCTGTG ATTCCACTT
 170–173 GTTT TGGC
 177–181 CCTAC TTTAT
 186–196 ACTTCATAGGC CTTGCACAAAT
 201 A C
 207–219 AAATCCATTAGGG TAACCCGTTGGGT
 228 A T
 231 T C
 234 T C
 244–246 GTA ATT
 252 C T
 255 T C
 258 T G
 263–266 CTAG ACTC
 271 G A
 280–282 GTG ATT
 286–291 GTCGTA ATAATT
 295–297 TCA GTC
 306–315 ATTGTCTATT TGTTTTAGTG
 324 A T
 330 T C
 334–337 CGTG TACA
 340–345 TTAGGG CTTGGA
 357–359 CTA TTT
 363–365 CCC TCT
 369–375 TAATCCT AAACCCG
 387 A T

acknowledged as an oversimplification and ever since the 
name S. tetraceros has been regarded as a complex of species 
(e.g., Frank & ten Hove, 1992; ten Hove, 1994; Fiege & ten 
Hove, 1999; ten Hove & Kupriyanova, 2009; Ben-Eliahu 
& ten Hove, 2011; Perry et al., 2018), in fact the taxon thus 
should be regarded to be a species inquirenda. Both genetic 
data in Palero et al. (2020) and the results of our study clearly 
support the morphology-based conclusion at the beginning of 
this discussion. Moreover, the molecular characterization of 
specimens from the Mediterranean by Palero et al. (2020), 
including specimens with either simple conical opercula or 
those with branching spines, confirms that this morphological 
variability is a result of intraspecific plasticity.

It is remarkable that although numerous studies worldwide 
have been using the name Spirobranchus tetraceros 
(reviewed in Perry et al., 2018), this study is the first to 
describe and illustrate specimens collected from the type 

locality of the original species. Schmarda (1861) collected 
the specimen (his entire diagnosis suggests a single specimen 
only) of what he described as Pomatoceros tetraceros during 
a voyage around the world (1853–1857). As type locality 
for this species, he only mentioned “New South Wales” 
without specifying any further. However, the only Australian 
localities mentioned in the introduction of his account of the 
voyage are Melbourne, Sydney, and the Blue Mountains. 
Moreover, all his other new Australian species described in 
the taxonomic part of the Schmarda (1861) monograph were 
from New South Wales. For eight of them the type locality 
was specified as “Port Jackson” (modern day Sydney) and 
one was from the “Coast of Illawarra” (just south of Sydney). 
Based on this information, we argue that Sydney was the 
type locality for his Pomatoceros tetraceros. 

While we designated here a neotype for S. tetraceros 
based on topotypical material from Sydney, our phylogenetic 
analyses also provided compelling evidence for the existence 
of two sympatric well-supported clades within the S. 
tetraceros sensu stricto morphotype. These two clades show 
a mean interspecific p-distance of 36%, which actually 
exceeds those observed for the same cyt b fragment within 
the Spirobranchus kraussii complex (14.6–26.9%, see Nishi 
et al., 2022) and other serpulid genera, such as, for example, 
Ficopomatus (19.2%, Styan et al., 2017), Galeolaria 
(22.8–24.5%, Halt et al., 2009), and Hydroides (15.8–23.1%, 
Sun et al., 2016). Thus, although we detected no consistent 
morphological differences between the specimens of the two 
clades, we treated them as sympatric cryptic species and in 
addition to designating the neotype of S. tetraceros, we also 
described the sister species as S. schmardai sp. nov. 

As expected on biogeographical grounds, specimens from 
NSW (Greater Sydney in this case) and tropical Queensland 
belong to different taxa and probably also to separate faunas. 
The clear difference between the northern tropical and 
southern temperate marine Australian faunas (Ekman, 1953; 
Briggs, 1974), with a transition zone on the East and West 
Coasts (Wilson & Allen, 1987) has been long recognized. 
Apparently, there is a strong historical and environmental 
influence in the composition of the Australian marine 
faunas. The northern tropical fauna is similar to a broad 
Indo-Pacific one that has developed in the Tertiary period, 
particularly with the emergence of coral reefs. The southern 
fauna in south-eastern Australia consists of a Palaeoaustral 
component that can be traced to the late Eocene–Mid 
Miocene (reviewed in Poore & O’Hara, 2007).

Moreover, the phylogenetic results of this study support this 
biogeography-based conclusion as the Australian species of 
the S. tetraceros complex do not form a monophyletic group. 
Instead, the species from tropical Queensland are shown to 
be more closely related to the Indo-Pacific S. multicornis and 
the Mediterranean introduced taxon of unknown origin from 
Palero et al. (2020). Unfortunately, our results do not provide 
unequivocal evidence whether the entire S. tetraceros complex 
constitutes a monophyletic group, so further phylogenetic 
studies of the complex are needed.

Based on the results of our study, the taxonomic status 
of S. tetraceros reported from Queensland (Kupriyanova et 
al., 2015) and Western Australia (Johansson, 1918; Pillai, 
2009) needs to be revised. The specimens from Queensland 
(Mackay, Gladstone, Burnet Heads, Pialba) reported as 
Spirobranchus semperi Mörch, 1863 by Straughan (1967: 
246-247) likely belongs to either S. cf. tetraceros sp. B, S. 
cf. tetraceros sp. C of this study, or both. The type locality 
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of Mörch’s species is the Philippines (unspecified further), 
so further studies are needed to determine the taxonomic 
status of the tropical Indo-Pacific populations of S. cf. 
tetraceros in Queensland and here no name is suggested 
for these specimens. 

Here, however, we suggest resurrecting the older available 
name S. multicornis Grube, 1862 for the Red Sea population 
of Spirobranchus cf. tetraceros (examined in Perry et al. 
(2017, 2018)). The original description by Grube (1862) is 
very short: “S. multicornis n. sp. was brought in by Professor 
Ehrenberg from the Red Sea (see Fig. 3, p. 59). The opercular 
plate bearing a circle of six projections, of which only three 
were preserved, these are antler-like, every antler branched 
with multiple tines; the wide peduncle, with wings right and 
left, is inserted above the left radiolar lobe, the radioles in a 
simple circle” (translated by H. ten Hove). 

Spirobranchus multicornis specimens associated with 
corals in the Red Sea (as S. cf. tetraceros in Perry et al., 
2017, fig. 3E; 2018, fig. 5A) have a circular opercular plate 
with three pairs of antler-like spines positioned in the middle 
of the plate and not arising from a common base; each 
spine is forked at the tip. Also, in S. multicornis the inter-
radiolar membrane bears distinct lappets between radioles. 
In contrast, although the opercular structure is notoriously 
variable in this group, S. tetraceros and S. schmardai sp. nov. 
have opercular spines roughly arising from the common base 
and lack inter-radiolar lappets.

 Specimens of another Spirobranchus cf. tetraceros 
recently discovered in the Mediterranean by Palero et al. 
(2020) are also characterized by the interradiolar membrane 
and anterior margin of peduncular wings bearing finger-
like processes, thus are morphologically more similar to S. 
multicornis than to S. tetraceros or S. schmardai sp. nov. 
Genetic distance between the Red Sea (S. multicornis) 
specimens and Mediterranean S. cf. tetraceros is large 
enough to be considered as belonging to distinct taxa. Thus, 
the widely accepted hypothesis of Ben-Eliahu (1991) that 
S. cf. tetraceros is a Lessepsian migrant passively crossing 
the Suez Canal to the Mediterranean was not supported by 
Palero et al. (2020). The identity and origin of the introduced 
Mediterranean population will remain a mystery until the 
source population is found. 

In summary, the results of this study call for a revision 
of the Spirobranchus tetraceros complex both in Australia 
and worldwide. In particular, it will help to determine the 
identity and origin of the introduced established population 
of S. cf. tetraceros from the western Mediterranean reported 
in Palero et al. (2020).

Acknowledgements. This study was funded by Australian 
Biological Resources Study (ABRS) grants RF213-19 and 
RG18–21 to EKK. We are grateful to Harry ten Hove for sharing 
his numerous notes and insights on the Spirobranchus tetraceros 
complex and translating the description of S. multicornis by 
Grube, 1862. We thank Nurul Hassan (University of Malaysia at 
Terengganu), Olivia Prentice (University of Newcastle, NSW) 
and William Zhang (University of Sydney) who took photos of 
specimens, and Simon Ho (University of Sydney) for his help 
with phylogenetic analyses. Sue Lindsay (Macquarie University, 
Sydney) helped with SEM. To all these colleagues, we express our 
sincere gratitude. We thank Drs Harry ten Hove and Yanan Sun 
for their thorough reviews of the manuscript.

References
Altschul, S. F., W. Gish, W. Miller, E. W. Myers, and D. J. Lipman. 

1990. Basic Local Alignment Search Tool. Journal of Molecular 
Biology 215(3): 403–410.

 https://doi.org/10.1016/S0022-2836(05)80360-2

Ben-Eliahu, M. N. 1991. Red Sea serpulids (Polychaeta) in the 
eastern Mediterranean. Ophelia Supplement 5: 515–528.

Ben-Eliahu, M. N., and H. A. ten Hove. 2011. Serpulidae (Annelida: 
Polychaeta) from the Suez Canal – from a Lessepsian migration 
perspective (a monograph). Zootaxa 2848: 1–147.

 https://doi.org/10.11646/zootaxa.2848.1.1

Blainville, H. de. 1818. Memoire sur la classe des Setipodes, partie 
des Vers a sang rouge de M. Cuvier, et des Annelides de M. de 
Lamarck. Bulletin de la Société Philomathique de Paris (3) 
1818: 78–85.

Briggs, J. C. 1974. Marine Zoogeography. New York: McGraw-Hill 
Book Company, 475 pp.

 https://doi.org/10.2307/1442613

Day, J., and P. Hutchings. 1979. An annotated check-list of 
Australian and New Zealand Polychaeta, Archiannelida and 
Myzostomida. Records of the Australian Museum 32(3): 80–161.

 https://doi.org/10.3853/j.0067-1975.32.1979.203

Dew, B. 1959. Serpulidae (Polychaeta) from Australia. Records of 
the Australian Museum 25: 19–56.

 https://doi.org/10.3853/j.0067-1975.25.1959.654

Ekman, S. 1953. Zoogeography of the Sea. London: Sidgwick and 
Jackson Ltd, 417 pp.

 https://doi.org/10.2307/1439946

Fauvel, P. 1923. Annélides polychètes des iles Gambier et de la 
Guyane. Estratto dalle Memoria della Pontifica Academia 
Romana dei Nuovi Lincei, Serie II, 6: 1–59.

Fauvel, P. 1932. Annelida Polychaeta of the Indian Museum, 
Calcutta. Memoirs of the Indian Museum 12(1): 1–262. 

Fiege, D., and H. A. ten Hove. 1999. Redescription of Spirobranchus 
gaymardi (Quatrefages, 1866) (Polychaeta: Serpulidae) from 
the Indo-Pacific with remarks on the Spirobranchus giganteus 
complex. Zoological Journal of the Linnean Society 126: 355–364.

 https://doi.org/10.1111/j.1096-3642.1999.tb01376.x

Frank, U., and H. A. ten Hove. 1992. In vitro exposure of 
Spirobranchus giganteus and S. tetraceros (Polychaeta, 
Serpulidae) to various turbidities; branchial morphologies and 
expression of filtering strategies? Oebalia (Taranto) 18: 45–52.

Grube, A. E. 1862. Mittheilungen über die Serpulen, mit besonderer 
Berücksichtigung ihrer Deckel. Jahresbericht und Abhand
lungen der Schlesischen Gesellschaft in Breslau 39: 53–69.

Halt, M. N., E. K. Kupriyanova, S. J. B. Cooper, and G. W. Rouse. 
2009. Naming species with no morphological indicators: 
species status of Galeolaria caespitosa (Annelida, Serpulidae) 
inferred from nuclear and mitochondrial gene sequences and 
morphology. Invertebrate Systematics 23: 205–222.

 https://doi.org/10.1071/IS09003

Haswell, W. A. 1885. The marine annelides of the order Serpulea. 
Some observations on their anatomy, with the characteristics of 
the Australian species. Proceedings of the Linnean Society of 
New South Wales 9(3) [1884]: 649–675.

Hoang, D. T., O. Chernomor, A. von Haeseler, B. Q. Minh, and L. 
S. Vinh. 2018. UFBoot2: Improving the Ultrafast Bootstrap 
Approximation. Molecular Biology and Evolution 35(2): 518–522.

 https://doi.org/10.1093/molbev/msx281

Hove, H. A. ten. 1970. Serpulinae (Polychaeta) from the Caribbean: 
1—The genus Spirobranchus. Studies on the Fauna of Curaҫao 
and other Caribbean Islands 32: 1–57.

Hove, H. A. ten. 1994. Serpulidae (Annelida: Polychaeta) from 
the Seychelles and Amirante Islands. In Oceanic reefs of 
the Seychelles. Cruise Reports of Netherlands Indian Ocean 
Program 2, ed., J. van der Land. Leiden: National Natural 
History Museum, pp. 107–116.

https://doi.org/10.1016/S0022-2836(05)80360-2
https://doi.org/10.11646/zootaxa.2848.1.1
https://doi.org/10.2307/1442613
https://doi.org/10.3853/j.0067-1975.32.1979.203
https://doi.org/10.3853/j.0067-1975.25.1959.654
https://doi.org/10.2307/1439946
https://doi.org/10.1111/j.1096-3642.1999.tb01376.x
https://doi.org/10.1071/IS09003
https://doi.org/10.1093/molbev/msx281


214 Records of the Australian Museum (2022) Vol. 74

Hove, H. A. ten, and E. K. Kupriyanova. 2009. Taxonomy of 
Serpulidae (Annelida, Polychaeta): the state of affairs. Zootaxa 
2036: 1–126. 

 https://doi.org/10.11646/zootaxa.2036.1.1

Hutchings, P., and E. Kupriyanova. 2018. Cosmopolitan poly-
chaetes—fact or fiction? Personal and historical perspectives. 
Invert ebrate System atics 32(1): 1–9.

 https://doi.org/10.1071/IS17035

ICZN. 1999. International Code of Zoological Nomenclature, 4th 
edition. London: The International Trust for Zoological Nomen-
clature. [Accessed 15 September 2022]

 http://www.nhm.ac.uk/hosted-sites/iczn/code/

Johansson, K. E. 1918. Results of Dr E. Mjöberg’s Swedish 
scientific expeditions to Australia, 1910–1913. Serpulimorphe 
Anneliden. Kungliga Svenska Vetenskaps akademiens Hand
lungar 58(4): 1–14.

Kalyaanamoorthy, S., B. Q. Minh, T. K. F. Wong, A. von Haeseler, 
and L. S. Jermiin. 2017. ModelFinder: fast model selection 
for accurate phylogenetic estimates. Nature Methods 14(6): 
587–589.

 https://doi.org/10.1038/nmeth.4285

Katoh, K., and D. M. Standley. 2013. MAFFT multiple sequence 
alignment Software Version 7: improvements in performance 
and usability. Molecular Biology and Evolution 30(4): 772–780.

 https://doi.org/10.1093/molbev/mst010

Kumar, S., G. Stecher, M. Li, C. Knyaz, and K. Tamura. 2018. 
MEGA X: Molecular Evolutionary Genetics Analysis across 
Computing Platforms. Molecular Biology and Evolution 35(6): 
1547–1549.

 https://doi.org/10.1093/molbev/msy096

Kupriyanova, E. K., T. A. McDonald, and G. W. Rouse. 2006. 
Phylogenetic relationships within Serpulidae (Annelida: 
Polychaeta) inferred from molecular and morphological data. 
Zoologica Scripta 35: 421–439.

 https://doi.org/10.1111/j.1463-6409.2006.00244.x

Kupriyanova, E. K., Y. Sun, H. A. ten Hove, E. Wong, and G. 
W. Rouse. 2015. Serpulidae (Annelida) of Lizard Island, 
Queensland, Australia. Zootaxa Special Issue 4019: 275–353.

 https://doi.org/10.11646/zootaxa.4019.1.13

Lamarck, J.-B. 1818. Histoire Naturelle des Animaux sans 
Vertebrès. Vol. 5. Paris: Deterville, 612 pp.

 https://doi.org/10.5962/bhl.title.12712

Minh, B. Q., H. A. Schmidt, O. Chernomor, D. Schrempf, M. D. 
Woodhams, A. von Haeseler, and R. Lanfear. 2020. IQ-TREE 
2: New models and efficient methods for phylogenetic inference 
in the genomic era. Molecular Biology and Evolution 37(5): 
1530–1534.

 https://doi.org/10.1093/molbev/msaa015

Mörch, O. A. L. 1863. Revisio critica Serpulidarum. Et Bidrag til 
Rørormenes Naturhistorie. Naturhistorisk Tidsskrift København 
3(1): 347–470.

Nishi, E., H. Abe, K. Tanaka, N. Jimi, and E. K. Kupriyanova. 2022. 
A new species of the Spirobranchus kraussii complex (Annelida: 
Serpulidae), from the intertidal zone of Japanese rocky shore. 
Zookeys 1100: 1–28.

 https://doi.org/10.3897/zookeys.1100.79569

Nóren, M., and U. Jordelius. 1999. Phylogeny of Prolecithophora 
(Platyhelminthes) inferred from 18S rDNA sequences. 
Cladistics 15: 103–112.

 https://doi.org/10.1111/j.1096-0031.1999.tb00252.x

Palero, F., H. Torrado, O. Perry, E. K. Kupriyanova, A. Ulman, H. 
A. ten Hove, and R. Capaccioni-Azzati. 2020. Following the 
Phoenician example: Western Mediterranean colonization by 
Spirobranchus cf. tetraceros (Annelida: Serpulidae). Scientia 
Marina 84(1): 83–92.

 https://doi.org/10.3989/scimar.04976.20A

Pazoki, S., H. Rahimian, T. H. Struck, A. R. Katouzian, and E. K. 
Kupriyanova. 2020. A new species of the Spirobranchus kraussii 
complex (Annelida, Serpulidae) from the Persian Gulf and Gulf 
of Oman. Zootaxa 4748(3): 401–430.

 https://doi.org/10.11646/zootaxa.4748.3.1

Pillai, T. G. 2009. Descriptions of new serpulid polychaetes from 
the Kimberleys of Australia and discussion of Australian and 
Indo-West Pacific species of Spirobranchus and superficially 
similar taxa. Records of the Australian Museum 61(2): 93–199.

 https://doi.org/10.3853/j.0067-1975.61.2009.1489

Perry, O., Y. Sapir, G. Perry, H. A. ten Hove, and M. Fine. 2017. 
Substrate selection of Christmas tree worms (Spirobranchus 
spp.) Gulf of Eilat, Red Sea. Journal of the Marine Biological 
Association of the United Kingdom 98: 791–799.

 https://doi.org/10.1017/S0025315416002022

Perry O., O. Bronstein, N. Simon-Blecher, A. Atkins, E. 
Kupriyanova, H. A. ten Hove, O. Levy, and M. Fine. 2018. 
On the genus Spirobranchus (Annelida, Serpulidae) from 
the northern Red Sea, and a description of a new species. 
Invertebrate Systematics 32: 605–625.

 https://doi.org/10.1071/IS17061

Poore H., and T. O’Hara. 2007. Chapter 8. Marine biogeography and 
biodiversity of Australia. In Marine Ecology, ed. S. Connell and 
B. Cillanders. Oxford: Oxford University Press, pp. 177–198.

Quatrefages, A. de. 1866 [1865]. Histoire naturelle des Annelés 
marins et d’eau douce. Annélides et Géphyriens, 2, 2. Paris: 
Librarie Encyclopédique de Roret. 1: 337–794.

 https://doi.org/10.5962/bhl.title.122818

Ronquist, F., M. Teslenko, P. van der Mark, D. L. Ayres, A. Darling, 
S. Höhna, L.  Liu, M. A. Suchard, and J. P. Huelsenbeck. 2012. 
MrBayes 3.2: efficient Bayesian phylogenetic inference and 
model choice across a large model space. Systematic Biology 
61(3): 539–542.

 https://doi.org/10.1093/sysbio/sys029

Rullier, F. 1972. Annélides Polychètes de Nouvelle Calédonie 
recueillies par Y. Plessis et B. Salvat. Expédition Française sur 
les Récifs Coralliens de NouvelleCalédonie 6: 1–169.

Schmarda, L. K. 1861. Neue Wirbellose Thiere: Beobachtet und 
Gesammelt auf einer Reise um die Erde 1853 bis 1857. Erster 
Band. Turbellarien, Rotatorien und Anneliden, Zweite Hälfte. 
Leipzig: Verlag von Wilhelm Engelmann, 164 pp.

Smith, R. S. 1985. Photoreceptors of Serpulid Polychaetes. PhD 
thesis. James Cook University, Townsville, 539 pp.

Smith, A. M., Z. E. Henderson, M. Kennedy, T. M. King, and H. G. 
Spencer. 2012. Reef formation versus solitariness in two New 
Zealand serpulids does not involve cryptic species. Aquatic 
Biology 16: 97–103.

 https://doi.org/10.3354/ab00444

Styan, C. A., C. F. McCluskey, Y. Sun, and E. K. Kupriyanova. 2017. 
Cryptic sympatric species across the Australian range of the 
global estuarine invader Ficopomatus enigmaticus (Serpulidae, 
Annelida). Aquatic Invasions 12(1): 53–65.

 https://doi.org/10.3391/ai.2017.12.1.06

Straughan, D. 1967. Marine Serpulidae (Annelida: Polychaeta) of 
eastern Queensland and New South Wales. Australian Journal 
of Zoology 15(1): 201–261.

 https://doi.org/10.1071/ZO9670201

Sun, Y., E. Wong, M. A. Tovar-Hernández, J. E. Williamson, and E. 
K. Kupriyanova. 2016. Is Hydroides brachyacantha (Serpulidae: 
Annelida) a widespread species? Invertebrate Systematics 
30(1): 41–59. 

 https://doi.org/10.1071/IS15015

Wilson, B. R., and G. R. Allen. 1987. Major components and 
distribution of marine fauna. In Fauna of Australia. Volume 
1A. General Articles, ed. G.W. Dyne. Canberra: Australian 
Government Publishing Service, pp. 43–68.

https://doi.org/10.11646/zootaxa.2036.1.1
https://doi.org/10.1071/IS17035
http://www.nhm.ac.uk/hosted-sites/iczn/code/
https://doi.org/10.1038/nmeth.4285
https://doi.org/10.1093/molbev/mst010
https://doi.org/10.1093/molbev/msy096
https://doi.org/10.1111/j.1463-6409.2006.00244.x
https://doi.org/10.11646/zootaxa.4019.1.13
https://doi.org/10.5962/bhl.title.12712
https://doi.org/10.1093/molbev/msaa015
https://doi.org/10.3897/zookeys.1100.79569
https://doi.org/10.1111/j.1096-0031.1999.tb00252.x
https://doi.org/10.3989/scimar.04976.20A
https://doi.org/10.11646/zootaxa.4748.3.1
https://doi.org/10.3853/j.0067-1975.61.2009.1489
https://doi.org/10.1017/S0025315416002022
https://doi.org/10.1071/IS17061
https://doi.org/10.5962/bhl.title.122818
https://doi.org/10.1093/sysbio/sys029
https://doi.org/10.3354/ab00444
https://doi.org/10.3391/ai.2017.12.1.06
https://doi.org/10.1071/ZO9670201
https://doi.org/10.1071/IS15015

	Introduction
	Material and methods
	DNA extraction, amplification and sequencing
	Phylogenetic analyses

	Results 
	Taxonomy
	Genus Spirobranchus de Blainville, 1818

	Spirobranchus tetraceros
(Schmarda, 1861)
	Material studied 
	Comparative material
	Description 
	Remarks

	Spirobranchus schmardai sp. nov. 
	Description
	Remarks

	Discussion
	References

