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A phylogeny of Calligonum L. (Polygonaceae) yields challenges to current taxonomic classification
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Figure S1. A maximum likelihood tree resulting from the RAxML analysis of the nrITS DNA sequences of Calligonum. Maximum 
likelihood bootstrap support values are given above the branches.
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Figure S2. A maximum likelihood tree resulting from the RAxML analysis of the combined plastid DNA sequences (psbA-trnH, 
ycf6-psbM, rpl32-trnL, rbcL and trnL-F) of Calligonum. Maximum likelihood bootstrap support values are given above the branches.
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Figure S3. Divergence time estimates in the BEAST analysis based on the nrITS DNA sequences of Calligonum. The estimated mean 
age of a node is labelled on the right of the node, and the 95 % highest probability density (HPD) of the node age is given in square 
brackets on the left of the node.


