
















Supplemental Figure 1. Atlas of fishes (alphabetical order) used in the fish microbiome project.
Black font = fishes from Eastern Pacific; Red font = fishes collected from Western Atlantic.



Supplemental Figure 2. Comparison of data processing methods (rarefying and removal of
chloroplasts) on beta diversity significance testing using (a) Unweighted Unifrac and (b)
Weighted UniFrac distances. Comparison of exclusion of samples with less than 1150 reads
(non-rarified) (hashed bars) vs. rarefying at 1150 reads (clear bar). Comparison of datasets with
(green bar +) and without (yellow bar -) chloroplast ASVs.



Supplemental Figure 3. Phylogenetic tree of fish species used in “FMP” beta diversity
analysis



Supplemental Figure 4 Probiotic. Distribution of putative probiotic ASVs grouped by
genera: Bacillus or Lactobacillus. a) The total percentage of samples within a given body site
having either a Bacillus ASV or Lactobacillus ASV. b) The relative abundances of Bacillus and
Lactobacillus ASVs within each body site (including samples with 0 counts).


