Potential new species

(A) Streptococcus

Tree scale: 0.1

Colored areas

D MAGs from this study
D S. thermophilus group
| | S. vestibularis group
| | S. salivariusgroup

Tree scale: 0.1 ————

Streptococcus infantarius subsp infantarius ATCC BAA-102
Streptococcus vestibularis 22-04 S5
Streptococcus vestibularis FO396
Streptococcus vestibularis ATCC 49124
Streptococcus vestibularis 1005 STHE
Streptococcus thermophilus 1F8CT
Streptococcus thermophilus LMG 18311
Streptococcus thermophilus CNRZ1066
C-20.Sth-BR

Streptococcus thermophilus TH982
Streptococcus thermophilus TH985
Streptococcus thermophilus TH1436
Streptococcus thermophilus MTH17CL396
Streptococcus thermophilus TH1477
Streptococcus thermophilus LMD-9
Streptococcus thermophilus TH1435
C-15.Sth-BR

Streptococcus thermophilus M17PTZA496
C-18.Sth-BR

C-R13.Ssa-BR

C-03.Ssa-BR

Streptococcus salivarius 140 SSAL
Streptococcus salivarius 2202 S3
Streptococcus sp CCH5-D3
Streptococcus salivarius FDAARGOS 259
Streptococcus sp ACS2

Streptococcus sp CCH8-H5
Streptococcus salivarius HSI1SS4
Streptococcus sp HMSCO078H03
Streptococcus salivarius ATCC 27945
Streptococcus sp 449 SSPC
Streptococcus sp SR4

Streptococcus salivarius NCTC 8618
Streptococcus sp FDAARGOS 192
Streptococcus sp HMSCO078H12
Streptococcus salivarius JIM8777
Streptococcus salivarius CCHSS3
Streptococcus salivarius ATCC 25975
Streptococcus sp HMSC072D03

(C) Corynebacterium

Tree scale: 0.1

Inquilinus limosus DSM 16000

Corynebacterium sphenisci DSM 44792

Corynebacterium sputi DSM 45148

Corynebacterium xerosis NBRC 16721

Corynebacterium urealyticum DSM 7109

Corynebacterium jeikeium ATCC 43734 0[0
Corynebacterium falsenii DSM 44353 90
Corynebacterium glyciniphilum AJ 3170 &XN
Corynebacterium sp CNJ-954 ] P\
C-R14.bin.7

Corynebacterium nuruki S6-4
Corynebacterium provencense SN15
Corynebacterium terpenotabidum Y-11
C-R14.bin.2

C-R11.bin.11

C-R02.bin.10

C-R03.bin.6

C-R13.bin.7

C-R09.bin.6

C-R04.bin.8

C-R07.bin.11

Corynebacterium variabile Mu292
Corynebacterium variabile DSM 44702
Corynebacterium vitaeruminis DSM 20294
Corynebacterium efficiens YS-314

Corynebacterium aquilae DSM 44791
Corynebacterium mastitidis DSM 44356
Corynebacterium frankenforstense DSM 45800
Corynebacterium halotolerans YIM 70093
Corynebacterium marinum DSM 44953
Corynebacterium humireducens NBRC 106098
Corynebacterium maris DSM 45190

Corynebacterium doosanense DSM 45436

Corynebacterium massiliense DSM 45435
4‘_’— Corynebacterium phoceense MC1
Corynebacterium camporealensis CIP 105508

Corynebacterium appendicis CIP 107643
Corynebacterium timonense DSM 45434
Corynebacterium lipophiloflavum DSM 44291
Corynebacterium mycetoides DSM 20632
Corynebacterium ureicelerivorans IMMIB RIV-2301

Corynebacterium fournierii Marseille-P2948
[ Corynebacterium ihumii GD7
Corynebacterium afermentans DSM 44280

(E) Microbacterium

Gryllotalpicola ginsengisoli DSM 22003
Microbacterium humi DSM 21799
Microbacterium sp Root53
Microbacterium sediminis YLB-01

Microbacterium gubbeenense DSM 15944
Microbacterium resistens NBRC 103078

[l

Microbacterium sp cl127 CL127
Microbacterium azadirachtae DSM 23848

Microbacterium sp AR7-10

Microbacterium profundi Shh49
Microbacterium sp CH1

[ |

Microbacterium paraoxydans DSM 15019

Microbacterium oxydans BEL4b

Microbacterium sp H83
Microbacterium foliorum DSM 12966

Microbacterium hydrocarbonoxydans NBRC 103074
Microbacterium sp CGR1
Microbacterium luticocti DSM 19459

Microbacterium mangrovi MUSC 115

Microbacterium sp CF335
Microbacterium ginsengisoli DSM 18659

I

Microbacterium sp Leaf347

Microbacterium sp CSI-V
Microbacterium testaceum StLB037
Microbacterium sp Leaf203

Microbacterium sp BH-3-3-3
Microbacterium enclense NIO-1002
Microbacterium sp RU1D

Microbacterium sp RU33B

Microbacterium trichothecenolyticum DSM 8608
Microbacterium ketosireducens DSM 12510

Microbacterium sp UNCCL10
Microbacterium oleivorans CD11 3
Microbacterium oleivorans NBRC 103075
Microbacterium sp LKL0O4

Microbacterium sp No 7
Microbacterium aurum KACC 15219

Microbacterium hominis NBRC 15708
Microbacterium hominis TPW29

Microbacterium laevaniformans LCDC 91-0039
_I: Microbacterium sp MRS-1
Microbacterium sp oral taxon 186 str F0373

| ANI~94%

(B) Brevibacterium

Tree scale: 0.1 |

Kocuria flava HO-9041

Kocuria turfanensis HO-9042
Brevibacterium album DSM 18261
Brevibacterium senegalense
Brevibacterium yomogidense B Co 0310
Brevibacterium mcbrellneri ATCC 49030

Brevibacterium sp HMSC063G07

Brevibacterium sp HMSC07C04

Brevibacterium ravenspurgense 5401308 CCUG 53855
Brevibacterium ravenspurgense 5401308 CCUG 53855
Brevibacterium sp HMSC24B04
Brevibacterium ravenspurgense NML 140868
Brevibacterium sp HMSC22B09
Brevibacterium sp HMSC08F02
Brevibacterium ravenspurgense CCUG56047
Brevibacterium casei M40

Brevibacterium casei S18

C-R14.bin.10

C-R11.bin.7 j ANI~80%
Brevibacterium sandarakinum DSM 22082
Brevibacterium linens BL2

Brevibacterium linens SMQ-1335
C-R14.bin.5

Brevibacterium sp VCM10

Brevibacterium siliguriense DSM 23676
Brevibacterium epidermidis NBRC 14811
Brevibacterium linens BS258

Brevibacterium linens AE038-8

(D) Lactobacillus

Tree scale: 0.1 ——

“JANI=94.2%

|/ANI=99.1%

&

Pediococcus damnosus DSM 20331
Lactobacillus composti DSM 18527 JCM 14202
Lactobacillus gorillae KZ01

Lactobacillus paraplantarum DSM 10667
Lactobacillus xiangfangensis LMG 26013
Lactobacillus senioris DSM 24302 JCM 17472
Lactobacillus farraginis DSM 18382 JCM 14108
Lactobacillus parafarraginis DSM 18390 JCM 14109
Lactobacillus diolivorans DSM 14421
Lactobacillus kisonensis DSM 19906 JCM 15041
Lactobacillus kefiri DSM 20587 JCM 5818
Lactobacillus sunkii DSM 19904

Lactobacillus otakiensis DSM 19908 JCM 15040
Lactobacillus parakefiri JCM 8573

Lactobacillus buchneri DSM 20057

Lactobacillus oryzae JCM 18671 SG293
Lactobacillus collinoides DSM 20515 JCM 1123
Lactobacillus paracollinoides DSM 15502 JCM 11969
Lactobacillus similis DSM 23365 JCM 2765
Lactobacillus mixtipabuli IWT30

Lactobacillus silagei JCM 19001 IWT126
Lactobacillus brevis TMW 12112

Lactobacillus brevis ATCC 367

Lactobacillus senmaizukei DSM 21775
Lactobacillus koreensis JCM 16448
Lactobacillus hammesii DSM 16381
Lactobacillus parabrevis ATCC 53295
C-R09.bin.9

Lactobacillus paucivorans DSM 22467 ] ANI= 9 2 0/0
Lactobacillus namurensis DSM 19117
Lactobacillus spicheri DSM 15429

Lactobacillus acidifarinae DSM 19394
Lactobacillus zymae DSM 19395

Potential new genera

(F) Micrococcaceae family

Tree scale: 0.1

Microbacterium indicum DSM 19969
—_ 0]
C-R13.bin 1 AANI=82.7%

Streptomyces ciscaucasicus DSM 40275
Corynebacterium humireducens NBRC 106098 DSM 45392
Tsukamurella tyrosinosolvens JCM 15482
Mycobacterium bacteremicum DSM 45578
Raineyella antarctica LZ-22
Acidipropionibacterium acidipropionici DSM 4900
Tessaracoccus flavescens SST-39T
Tessaracoccus oleiagri CGMCC 19159
Janibacter terrae NBRC 107853
Ornithinimicrobium pekingense DSM 21552
Brachybacterium squillarum M-6-3
Brachybacterium massiliense mt5
Brevibacterium album DSM 18261

Leucobacter chironomi DSM 19883
Zimmermannella alba NBRC 15616
Zimmermannella bifida NBRC 103089

Microbacterium paraoxydans DSM 15019
Microbacterium hominis NBRC 15708
Microbacterium mangrovi MUSC 115
Mycetocola reblochoni REB411
TMycetocola miduiensis CGMCC 111101
Mycetocola saprophilus

Mycetocola saprophilus NRRL B-24119
Tersicoccus phoenicis DSM 30849
Kocuria kristinae NBRC 15354

Kocuria indica NIO-1021

Kocuria indica DSM 25126

Kocuria flava HO-9041

Kocuria polaris CMS 760r

Kocuria turfanensis HO-9042

Nesterenkonia massiliensis NP1

C-R02.bin.1 ] ANI~73%
Micrococcus terreus CGMCC 17054
Micrococcus lylae NBRC 15355

Micrococcus luteus NCTC 2665
Haematomicrobium sanguinis DSM 21259
Paeniglutamicibacter gangotriensis Lz1y
Sinomonas mesophila MPKL 26

Sinomonas humi MUSC 117

Arthrobacter woluwensis DSM 10495
Arthrobacter woluwensis NBRC 107840
Arthrobacter cupressi CGMCC 110783
Arthrobacter globiformis NBRC 12137
Pseudarthrobacter equi IMMIB L-1606
Pseudarthrobacter chlorophenolicus A6
Arthrobacter nitrophenolicus SJCon
Pseudarthrobacter siccitolerans 4J27
Pseudarthrobacter phenanthrenivorans Sphe3

|ANI<87%

' ANI<87%



