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M5 — — AR 2 R AL 2D ST R 28

EX1e L3 5 EX1e AT 4 A5
108 exa E 10! deci d
10% peta P 102 centi c
102 tera T 107 milli m
10° giga G 10 micro 1
10° mega M 10° nano n
103 kilo k 102 pico p
10? hecto h 1015 femto f
10 deca d 1018 atto a
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e = —RlE TRk

FH XEFH | M55 FH& XE5EFH | NE5FH
alpha A a nu N v
beta B B xi =2 ¢
gamma r Y omicron 0] 0
delta A 5 pi I T, 0
epsilon E € rho P p
zeta Z ¢ sigma )y c
eta H n tau T T
theta ® 0 upsilon Y v
iota I ! phi (0] 0]
kappa K K chi X X
lambda A psi 4 U
mu M omega Q ®
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35 = — BT R O

UUU Phe UCU Ser UAU Tyr UGU Cys
UUC Phe UCC Ser UAC Tyr UGC Cys
UUA Leu UCA Ser UAA stop (ochre) UGA stop (opal)
UUG Leu UCG Ser UAG stop (amber) UGG Trp
CUU Leu CCU Pro CAU His CGU Arg
CUC Leu CCC Pro CAC His CGC Arg
CUA Leu CCA Pro CAA Gln CGA Arg
CUG Leu CCG Pro CAG GlIn CGG Arg
AUU Ile ACU Thr AAU Asn AGU Ser
AUC Ile ACC Thr AAC Asn AGC Ser
AUA Ile ACA Thr AAA Lys AGA Arg
AUG Met ACG Thr AAG Lys AGG Arg
GUU Val GCU Ala GAU Asp GGU Gly
GUC Val GCC Ala GAC Asp GGC Gly
GUA Val GCA Ala GAA Glu GGA Gly
GUG Val GCG Ala GAG Glu GGG Gly

COMEE S LN RIS, 5 A LR AR AT 2 AR PR 035
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P 1Y — g BT Ry 1 = B AR B B HOAD
AEER =R PR
Alanine P & iz ala A
Argininet5 2% arg R
Asparagine KAt f% asn N
aspartic acid KA %R asp D
asparagine or aspartic acid asx B
KA Il BK A R
Cysteine{* [t 2 cys C
glutamic acid 4+ 2R glu E
Glutamine#+ ZU % gln Q
glutamine or glutamic acid glx Z
AR B A Mt M
Glycine &2 gly G
HistidineZH 2% his H
Isoleucine 57 7 2% ile I
Leucinesw 24 leu L
Lysinefizd % lys K
Methionine F i 2% met M
Phenylalanine 4 P %% phe F
Proline i Z(/i2 pro P
SerineZ2 ik ser S
Threonine /7 Z i thr T
Tryptophantf 2[R try W
Tyrosinel %A tyr Y
ValineZfi & % val \Y
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v §75 i X Bz B9 Hp X ARAE
A JIRVEES
Ab EANZS
ABC model ABCHLR!
abiotic TR, AEAEIN
abscisic acid It ¥ 1R
abzyme BN LN
acaricide AR
ACC synthase ACCH il
acceptor control ARy HIE
acceptor junction site ZARFE AL R
accessory bud FES

acclimatization &N, Yk, ArK-t
acellular A28 ALy, Jogm
acentric chromosome T 22 R G i A
acetyl CoA LA BEA

acetyl co-enzyme A LA BEA

ACP AL 2844
acquired Ja RIRATH

acridine dyes Y mE Gk

acrocentric T i A5 22 for Gtk
acropetal Ifa) T 1)

activated carbon TR

activated charcoal T PEIR

active transport F ik

acute transfection il S G

acyl carrier protein e R R
adaptation T P

additive genes o

additive genetic variance In s Iy 2
adenine JIR

adenosine JiR Y

adenosine diphosphate (adenosine TERR IR (455 : ADP)

5’-diphosphate) 5’
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adenosine monophosphate (adenosine | FLEF R I 1 (46 5 : AMP)
5’-monophosphate) 5’

adenosine triphosphate (adenosine XIS ER
5’-triphosphate )

adenovirus JII 2

adenylic acid JIR NG R
adoptive immunization kR PE )%
ADP RN
adventitious AER), AR
aerobe LA
aerobic it U

aerobic respiration A ENITIR
affinity chromatography o1 R 1
affinity tag SRR
aflatoxins Bl
AFLP P B EZ S
Ag P

Agar byl

agarose TR

agarose gel electrophoresis TR B B fi LUk
aggregate E 2 NC))
agonist A 7l
Agrobacterium TIEAAT S
Agrobacterium rhizogenes RAR A IARATTE
Agrobacterium tumefaciens e L HEARAT

Agrobacterium tumefaciens-mediated
transformation

Wi LIRARAT WA T HAL

AHG P AR ERE
Al NS

airlift fermenter ST P
albinism FAGIH

albino Ak

aleurone Wk =

algal biomass R
alginate IR
alkylating agent SRl

allele ERRE
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allele frequency S LR A AR
allelic (adj) SRR
allele-specific amplification SRR DR SR Y
allelic exclusion ST LD HE R
allelomorph Ee s
allelopathy 1A
allergen U

allogamy SR
allogenic [ S A 1)
allometric AR
allopatric I ATIX AN Z (1)
allopatric speciation FEEAIRE K
allopolyploid SR 2 A E
allosome FERLO R
allosteric control AR
allosteric enzyme TG

allosteric regulation AR Y S
allosteric site AL R
allosteric transition A e i
allotetraploid S YA A
allotype [ Rt f e K A
allozygote AaT

allozyme v 4 iy

alpha globulin o KE A
alternative mRNA splicing n] A mRNABY %
Alu sequences Alu 7%

amber stop codon PRI T
amino acid SAIER
aminoacyl site GBS A5
aminoacyl tRNA synthetase ZHRNA A B
amitosis PR S
amniocentesis S AR
amnion I

amniotic fluid “FIK

amorph T XRAE

AMP PR IR
amphidiploid R A5 AE
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amphimixis PAPEAESE
ampicillin HANHRR
amplicon 7T
amplification il

amplified fragment length polymorphism | § 34 J B & £ &4k
amplify iR
ampometric HA

amylase TEK il
amylolytic S EERS (1)
amylopectin SCHEVE Ry
amylose FLHEVERY
anabolic pathway A AR R
anabolism AR
anaerobe REEY)
anaerobic A
anaerobic digestion PREH
anaerobic respiration TR
analogous [F] Dy
anaphase 0 iy 24 )5 I
anchor gene A7 e
androgen MEPEIER
androgenesis HEPE A Bl
aneuploid A A
angiogenesis M P AR
angiogenin ML A R
angiosperm SR
animal cell immobilization BIEEN R
animal cloning By
anneal 1Bk

annual JAAERY
anonymous DNA marker B 4 DNAFRIC
antagonism EENRARA
antagonist FEUA

anther 1624

anther culture TR
anthesis AR
anthocyanin TeHE
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antiauxin KR
antibiosis PUAEEH
antibiotic b
antibiotic resistance PR
antibiotic resistance marker gene YR FE PR iE S A
antibody Ei
antibody binding site PUARS G A7 R
antibody class PR
antibody structure BN LS
antibody-mediated immune response PUAN T A N
anticlinal TR
anticoding strand gk
anticodon SE T
antigen PR
antigenic determinant PR E R
antigenic switching PR AR
antihaemophilic factor VIII Bt A 99 K1
antihaemophilic globulin P AR R H
anti-idiotype antibody PR B ik
antimicrobial agent PUE
antinutrient ETRY)
anti-oncogene NE
antioxidant Préa Ak 7]
antiparallel orientation B PAT
antisense DNA X UDNA
antisense gene S3ES
antisense RNA X SLRNA
antisense therapy SO CIRrS
antiseptic PUE
antiserum PLLF
anti-terminator P&k
antitranspirant PLAEIE 7
antixenosis Hei
apex HR BRI Tt T A
apical cell T0 i 41 L
apical dominance Tt
apical meristem Tt 53 AR ZH R
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apoenzyme JI5E e il £ 1

apomixis FPEARTH

apoptosis AT

AP-PCR B |0 2R £ i S b
aptamer RN

aquaculture K= FAE

Arabidopsis LN

arbitrarily primed polymerase chain
reaction (Abbreviation: AP-PCR)

BHATLS 90 5 5 g B S 1

arbitrary primer BEHLS 14

Archaea R

ARMG R PIEAR IR
ARS HESH B (S5
artificial inembryonation AN TIRfREA

artificial insemination N TP

artificial medium N T FREE

artificial seed N LFh¥

artificial selection N LEFE

ASA SRR SR Y I
ascites JIEK
ascospore T AT
ascus (pl.: asci) T

aseptic T
asexual TEE)
asexual embryogenesis G AR
asexual propagation Jo M
asexual reproduction TR
A-site BRI A5
assay PR, W E
assortative mating [F) A T
assortment Ir
asymmetric hybrid AN PR AR Rl
asynapsis AL

ATP —ERRIR T
ATP-ase ATPJ
attenuated vaccine AT
attenuation FEAEH




252 HE S AN R AT
attenuator T
aureofacin EEWHR
authentic protein HYEEA
autocatalysis H S ik
autocatalytic reaction H 5 A SN
autoclave e R 2SR R A
autogenous control H 5 4
auto-immune disease H & e M
auto-immunity H & %)%
autologous cells A 41 i
autolysis H
autonomous EE{]

autonomous(ly) replicating segment Cor
sequence)

H RS A B (80P

autopolyploid EMEZRRES
autoradiograph I ERTS
autosome [ AR
autotroph EEERY)
autotrophic ]

auxin EL/EN ST 6
auxin-cytokinin ratio K- R R
auxotroph B IR A
availability A P

avidin PUAEYIREN
avidity AT
avirulence gene JoFE

avr gene TR
axenic culture At IR
axillary bud %23

axillary bud proliferation I 2F 14
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3§75 FRr X Bz B9 A SEARGE
B cell By

B chromosome B {4k

B lymphocyte Btk 40 o

BABS AW BTG 5 AL 1
BAC A N TGOk
bacillus FFR

Bacillus thuringiensis Ih s A R
back mutation [EIFEPRG'S

backcross [ AZ

bacterial artificial chromosome PN LR
bacterial toxin M52
bacteriocide bl

bacteriocin EIETES

bacteriophage AESRES

bacteriostat TR )

bacterium (pl.: bacteria) 41

baculovirus IR B

baculovirus expression vector FER I 5 R IA 2AA
balanced lethal system PHTEUE R 45
balanced polymorphism AR EZO S

bank J#

bar gene BT RO
barnase ST B R B L R I
barr body [ENENANYZN

barstar protein AT AL PR R IR F A R
basal R, FEAT

base {828

base analogue T

base pair {8 50)

base substitution Tl A 5 48

basic fibroblast growth factor Tk Rl 2T A 40 2 K R
basipetal [ 1)

basophil WE Bk 1 s 4 i

batch culture gt o
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batch fermentation I3 HER
bench-scale process AN L3 S 3 R 2
beta-DNA B-DNA
beta-galactosidase B-F- LB
beta-glucuronidase B- 71 25 W 1 TR Mg
beta-lactamase B- PN Pt fic P
beta-sitosterol -7+ [l fi

BEV FER e L AR
BFGF B RS AT 44 AR i 2 A I
biennial WA AR R
bifunctional vector M) REBAA

binary vector system BUCHAMA RS
binding a5

bio- IR
bio-accumulation CHED D YRR
bio-assay e
bio-augmentation Gs//EiYLe
bioavailability YR L
biocatalysis YA
biochip s

biocontrol a5 i)
bioconversion LA
biodegradable ] AR AR )
biodegrade W) B f
biodesulphurization LR
biodiversity W2 FEE
bio-energetics YRS
bio-engineering N LS EHHE
bio-enrichment W
bio-ethics e s
biofilms "

biofuel YRR

biogas HA
bio-informatics EUNE R
bioleaching IR

biolistics EPS L ORES
biological ageing WAL
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biological containment

A, R R R

biological control GBS
biological diversity W 2R
biological oxygen demand AW
biologics AW
bioluminescence RO
biomagnification EWIORAE
biomass AW
biomass concentration AW TR
biome YRR
biometry ER N e
biomimetic materials i KL
biopesticide AW HL A
biopharming Wi
biopiracy YR
biopolymer R )
bioprocess GR//BONE
bioreactor G //ANE
biorecovery e/ Eillke
bioremediation i
biosafety ey 4
biosafety protocol LW R BoE T
biosensor UL RS
biosilk )2
biosorbents A=) B )
biosphere )
biosynthesis W) E Rk
biosynthetic antibody binding sites WG RS A s
biotechnology EPEAR
biotic factor AW IR+
biotic stress e
biotin GR//ES
biotin labelling A FEhrid
biotinylated-DNA W FE L DNA
biotope LR
biotoxin EER
biotransformation WAL
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bivalent ik
blast cell R4y
blastocyst J i
blastomere UEASEN
blastula Eo4i
bleeding I, #4k
blot BV
blunt end Sk A i
blunt-end cut PR i ) 1
blunt-end ligation PR i
BOD ) AR
boring platform Hifl &
bound water gtk
bovine growth hormone FHEKHE
bovine somatotrophin KRR
bovine somatotropin FAHEKEE
bovine spongiform enecelophalopathy RN
bp Tk 0
bract t3 v, FEr
breed s
breed at risk Wi it il
breeding I
breeding value HFME
brewer’s yeast PR P P B
bridge B
broad-host-range plasmid J A T Ok
broad-sense heritability i
broodstock SRt
browning Hatk
BSA AR SGISE (=
BSE AREHIVNIT]
BST KR
Bt I AT
bubble column fermenter SRS R TR
bud o
bud sport A
budding HiZF, 2R
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bulked segregant analysis

RETHINE, 7 ERER 4l
ALIIRES

buoyant density B

£ §75 Ff X Bz B R SEARIE

C e

CAAT box CAATH T

cabinet e, #

callipyge XHVE

callus (pl.: calli) AL

callus culture AL T

cambial zone A =0

cambium (pl.: cambia) Wz

cAMP IAJRT PRI £

CaMV FERB AL I 5

CaMV 358 TERBSRAE 0 RE3SSAZ B ADNA
=N

candidate gene kAL

candidate-gene strategy g 3 35 R S s

canola P

cap &1 45

CAP Bik fp ) B 2

cap site L ERROAS

capacitation I RN

capillary electrophoresis BN KL

CAPS BV 1 2 1)

capsid Kt

capsule FE B

carbohydrate LB

carboxypeptidase 2 Ik

carcinogen BUEY

carcinoma i

carotene EZNES

carotenoid KN h&R
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carpel L
carrier et L R
carrier DNA HAADNA
carrier molecule BT
cartagena protocol RIS BUE 15
casein 1% 2R
casein hydrolysate W% 2 KAl )
cassette GRS
CAT box CAT& T
catabolic pathway I iARUIT A
catabolism I AR
catabolite activator protein RS eS E
catabolite repression Fef 4 FHL g
catalase A
catalysis HEAAE
catalyst HEAL 7
catalytic antibody A DUA
catalytic RNA HEALRNA
catalytic site PEACAT A
caulifiower mosaic virus LEBBSEAE M i 75
cauliflower mosaic virus 35S promoter | {EAPAL T EE35SJH 81
caulogenesis B R
CBD EMZ IR
ccc DNA JLH A FRDNA
CD molecules CD%f
cDNA HANDNA
cDNA clone cDNA v [
cDNA cloning cDNA 7 [ F AR
cDNA library cDNA &
CDR HAMRE X
cell g0l
cell culture 5T
cell cycle A i S
cell differentiation 4 7>
cell division 2 7324
cell fusion 0 Mo g
cell generation time 0 Jfa A )
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cell hybridization i A8
cell line EHIER

cell membrane 4 o Ji5

cell number 2l kA

cell plate 2 AR

cell sap A0

cell selection Ak +E

cell sorter A 53 14X
cell strain 41 bk

cell suspension 2 i B

cell wall o e
cell-free protein synthesis TG M B 15 K
cell-free transcription TG i f 5
cell-free translation oA B i
cell-mediated (cellular) immune AN T H0 g5 N
response

cellular oncogene 0 e i
cellulase 21U 2
cellulose 4z
cellulose nitrate THIRAT 4
cellulosome RIS
centiMorgan JEEJEE

central dogma AN
central mother cell i g RE4 it
centre of origin e/l I
centrifugation S AEH
centrifuge 0L
centriole FRUCV R
centromere ER-A )
centrosome RPN S
cephem-type antibiotic SRR
chain terminator Bl 1
Chakrabarty decision 1 e f L PRl
chaperone AR
chaperonin R ER
character PEAR
characterization KA
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charcoal IR
chelate BEW
chemical mutagen 1251 AR 7|
chemically-defined medium IR
chemiluminescence &y
chemostat THAL Y
chemotaxis GG
chemotherapy 2B
chiasma (pl.: chiasmata) X
chimera Cor chimaera) R A AR
chimeraplasty EBEEAR
chimeric DNA ik & DNA
chimeric gene ko Ak
chimeric protein o EE
chimeric selectable marker gene A PR ERR I
chip i
chitin JL T
chitinase JUT il
chloramphenicol AFER
chlorenchyma ESEEGE
chlorophyll eSS
chloroplast NS
chloroplast DNA 2%k DNA
chloroplast transit peptide LSS
chlorosis BRERIE, IR
chromatid Peth ik
chromatin Pt )5
chromatin fibre P SEN
chromatography JENTE (B35
chromocentre Beth
chromogenic substrate WEERY CEAEYD
chromomeres Yt ki
chromonema  (pl: chromonemata) | 4{f2k
chromoplast plastid A gk
chromosomal aberration QLRI RS
chromosomal integration site N e VA
chromosomal polymorphism Rk 2 50
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chromosome ASERLS
chromosome aberration PAJER N
chromosome banding P SER LT
chromosome jumping USERLN TS
chromosome landing Peth g ki
chromosome mutation PAOARRAR
chromosome theory of inheritance P AR IE 25
chromosome walking PEOELH
chymosin HEFLI

ciliate HEAEM (FERED
cilium e

circadian BRI
circularization EZNGe

cis configuration lliEsw apic)

cis heterozygote A+
cis-acting protein A 2
cis-acting sequence I A H e 41
cistron Wi 2 ¥

class switching o e

cleave 5]

cleaved amplified polymorphic LA INE AN s 2l
sequence

cline AR

clonal propagation ok EOH

clonal selection i [ 1

clone i, PEEIE AR
clone bank i [ S

cloned strain or line TR

cloning Sk

cloning site o BT A
cloning vector i A
cloning vehicle oo AR

closed continuous culture B SR
cluster of differentiation PN &N

cM JEE JEE

CMP JiRER

coat protein A
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coccus K

co-cloning il

coconut milk ISR
co-culture PASEEIN

Codex Alimentarius Commission iz o
coding Gy

coding sequence Tl

coding strand %ﬁﬁ%ﬁ%
co-dominance LR
co-dominant alleles PARTA R SO
codon IR

codon optimization EA RN A
co-enzyme Hli g
co-evolution Wy ]34k
co-factor LilSER
co-fermentation FL[A) A 1
cohesive end A B
coincidence RS I
co-integrate HEs
co-integrate vector system RS BIARRSE
colchicine BOKALZR
coleoptile JVR 25
coleorhiza JAR AL A
co-linearity Lt
collenchyma JE AL

colony Wk TR
colony hybridization BT AR
combinatorial library HE SR
combining site S H AL
commensalism P AL A LA
companion cell D M
comparative mapping LA
comparative positional candidate gene | {7 i1 LR ik 3
competent A
complement proteins AMAE A
complementarity A
complementarity-determining regions HAMEYUEX, PUisfERHIX
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complementary oAb
complementary DNA H#MDNA
complementary entity HAMA
complementary genes HAME
complementary homopolymeric tailing | HAMAZEZ R INE ()
complementation TAMEM
complementation test AN
complete digest SEA D)
composite transposon HEH T
compound chromosome IEREE SARIN
concatemer EQURES
concordance —
conditional lethal mutation SN BIERAE
conditioning SATAEH
conformation %
conidium  (pl: conidia) o3 e
conjugation #E
conjugative functions A 1ER
consanguinity Wrog, Ik
consensus sequence HAHFPH
conservation REE, RS
conserved sequence REFT51
constant domains T E X
constitutive 20 p 20
constitutive gene S BE A
constitutive promoter M)A 5T
constitutive synthesis 2H A R
construct gt
contained use A
containment g
contaminant 153
contig HEH
continuous culture EGHETE
continuous fermentation ELIR I
continuous variation YA
controlled environment QIEEEZR
controlling element WEIC
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Convention on Biological Diversity BTN Y
conversion R

coordinate repression A EELEE

copy DNA S HIDNA

copy number P U
CO-Tepressor I PH )

corpus J Ak

correlation AHR

cortex 45

cos ends cos A iy

cos sites cos i/ ki
co-segregation ey

cosmid KR CRERC AL k)
co-suppression LA

cot curve TR EE IS [ 2k
co-transfection LG
co-transformation HEAL
cotyledon Tt

coupling (LIS
covalently-closed circular DNA FEM HIIADNA

CP4 EPSPS

CP4 54 e 2 TN i 5 5 R -3 -
PR £ Pl

cpDNA 2 ADNA
cross HRAL

cross hybridization AEXHRAE
cross pollination S
cross pollination efficiency FEATH
cross-breeding REEM
crossing over AL
crossing-over unit ATH AT
Cross-over AL H

crown R, i
crown gall e, MU
CRP S AR A T B
cry proteins crydi
cryobiological preservation IR R AT
cryogenic G 1)
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cryopreservation TRAGIHR PR
cryoprotectant PLR A

cryptic Vi)

CTP IIRERURSRES 3N
cultigen AR T

cultivar i

culture BRI

culture alteration BRI

culture medium BrgRdk

culture room B %]

curing HER, HIE

cut D

cuticle il

cutting sk, 14

cybrid s R

cyclic adenosine monophosphate IR R

cyclic AMP IAMP
cyclodextrin N
cycloheximide W OB, TR
cytidine L

cytidine triphosphate (cytidine
5’-triphosphate )

PR — IR

cytidylic acid IRz
cytochrome gl
cytochrome p450 41 (425 p450
cytogenetics A iAoy
cytokine SN
cytokinesis a5 7y ¢
cytokinin IR ESE
cytology 4 0 5
cytolysis 0 0 5
cytoplasm 4 a5t
cytoplasmic genes 21 o ik
cytoplasmic inheritance gl)ielsuigis
cytoplasmic male sterility M E
cytoplasmic organelles 0 5T 40 e 2%
cytosine Yo
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cytosol 41 %5 5t
cytotoxic T cell A M =EPET A0
cytotoxicity I i w
cytotype 4 Y
BUARE X Bz B H SEARIE
D loop D
dA - dT tailing dA-dT Inf=
dAb P
DAF DNAY 4L
Dalton /R (4i5: Da)
DAMD T T EDNA H Y 1
Darwinian cloning IR IR ST

dATP

i SRS - = IR

dCTP S AT 5> - — IR
ddNTP U A% IR
death phase eT i
deceleration phase e 3
de-differentiation Lotk
defective virus i FE AR5 B
deficiency Rz, BRR
defined e ke BT
degeneracy it (D
degeneration B, AR
dehalogenation Wt itk C(AEFRD
dehiscence FIF, TR
dehydrogenase It it
dehydrogenation I A H
de-ionized water K
deletion N

deliberate release H IR i
delta endotoxins S-NHE

deme [F)
demineralise PRI
denature AR
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denatured DNA ZPEDNA

denatured protein AR R

denaturing gradient gel electrophoresis | A& PEAL LR LIk (4
H: DGGE)

dendrimer WEARZE S

denitrification SAHAAEH

density gradient centrifugation B ERR I B

deoxyadenosine JIid e

deoxycytidine i aNio8ES

deoxyguanosine J A S T

deoxyribonuclease IR A

deoxyribonucleic acid it S AL B AR

deoxyribonucleoside i S

deoxyribonucleotide AL IR

deoxyribose (2-deoxyribose A2 R Q2-l A2 R

deoxythymidine IOt AU

derepression ZBHiE (FEHD il TERD

derivative iAW

desiccant il

desoxyribonucleic acid IR A

desulphurization B/

detergent ESERil!

determinate growth ABRAEK

determination HRE

determined PSEM

development RE

deviation s, W7

dextrin ki

dG - dC tailing dG - dChn)2

DGGE AR PR RE SRR HLUK

dGTP R E Rt 17717

diagnostic procedure Wiy

diakinesis AN, W4

dialysis #EHT

diazotroph BED

dicentric chromosome XA 22 R e Ak

dichogamy

MERE (5D J7#
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dicot B HEA)
dicotyledon G RURiLY]
di-deoxynucleotide WU A% IR
didN XUB AT IR
differential centrifugation FEIREG L
differential display ZE R
differentially permeable Z 5B
differentiation N
diffusion Gl
digest HAk
dihaploid MG
dihybrid BUA -2 F
dimmer R4k
dimethyl sulphoxide THIIE (4i5: DMSO)
dimorphism WAEME
dinucleotide TEHER
dioecious MERE S AR
diplochromosome BTG tafg
diploid A&
diplonema EE !
diplotene AN OBA)D
direct embryogenesis HERRRE
direct organogenesis HEARE RE

direct repeat

FFAES, HEER

directed amplification of minisatellite
DNA

N EDNAREEY 1 (45
5. DAMD)

directed mutagenesis JE 1] 1548
directional cloning JE ) i [
disaccharide ZhE, U
disarm EH (fBR D
discontinuous variation AN F
discordant A OWAD
disease resistance Ui P
disease-free WLk
disease-indexing i AR bR
disinfection HE
disinfestation KR 5D, KEH 5
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disjunction )

disomic AR (M) M OB D
disomy AR

dispense 7 ic

disrupter gene (HM) BRkE
dissecting microscope it AR
dissection fift 1

distillation i

disulphide bond 0

disulphide bridge =R

ditype i)

diurnal BATIE

dizygotic twins IR

DMSO — R P A

DNA It SRR A T R
DNA amplification DNAY ##4

DNA amplification fingerprinting DNAY R4
DNA chip DNA T

DNA cloning DNA b [%

DNA construct DNAJ

DNA delivery system DNAfE# R4
DNA diagnostics DNAiZ W, ik K2
DNA fingerprint DNAFRAL

DNA fingerprinting DNAFRZU T (KD
DNA helicase DNA fi# Jié i

DNA hybridization DNAZAE

DNA ligase DNAZE $2 1

DNA micro-array DNATEZ]

DNA polymerase DNAZ % fil

DNA polymorphism DNAZ &1

DNA primase DNAY | Yyl

DNA probe DNA#RE!

DNA profile DNA &%

DNA repair DNAfE &

DNA replication DNAK il

DNA sequencing DNA 7

DNA topo-isomerase DNAHi$h 5744
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DNA transformation DNA#F:AL
DNA vaccine DNAJ% 1
DNAase DNAJ##
DNase DNAi#
Dolly ZH
domain Sl Ky i,
dominance BTAEa
dominant R, SRR, PR
dominant (-acting) oncogene W (FERD Bumkk
dominant marker selection bR IR
dominant selectable marker SRR
donor junction site PARIEREAT S5
donor plant PEARAE D)
dormancy PR
dosage compensation FEAME
double crossing-over WAL Hhi
double fertilization BN
double helix Py
double recessive R
double-stranded complementary DNAXUEE H AMNDNA
double-stranded DNA AEEDNA
doubling time 534 I )
down promoter mutation JA BT IRBTAL
down-regulate T
downstream T
downstream processing U Tk R
drift 5
Drosophila melanogaster R
drug )
drug delivery e
dry weight TE
dscDNA WU HANDNA
dsDNA W
dTTP JEEN RS
dual culture MR
duplex DNA AEEDNA
duplication BE, Sl
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BYARE B Bz B R LA GE
E site EfV i

E. coli KAt i

EBV (ESNE R
EC e T
ecdysone LUNE €
eclosion Pk, ik
ecological diversity W FEE
economic trait locus LGRS
ecosystem ERRG
ecotype M

ectopic ST

edible vaccine TR

editing %

EDTA LY LR
EDV an FPEANTAE AR
effector cells S50 4
effector molecule LNV

egg Ui D)

EGS SRS TP A
EIA il o 2D
elastin iSRS
electro-blotting Ho, BV 38
electrochemical sensor HAb 2 AR I
electron microscope L1 I
electrophoresis HLYK
electroporation 7 fL

ELISA PEEDK S 2 B B U0 S
elite tree JEB, RS IR
elongation factors FEAHA 1
embryo JE iR

embryo cloning JJIG e FE
embryo culture NI
embryo multiplication and transfer G EIEA A
embryo rescue IR
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embryo sac JIi% 4
embryo sexing JR I ) S5
embryo splitting JWJiG 53 %
embryo storage JWR G 5
embryo technology IR EAR
embryo transfer IR
embryogenesis NI %
embryoid AR A
embryonic stem cells G241
emission wavelength R
EMT VR Jify TR R A
encapsidation K5eth
encapsulating agents FLHE, R BE T
encapsulation L, R
encode Hifih
endangered species e rh
endemic Hi g PR
end-labelling Kb ic
endocrine gland RV
endocrine interference N o TR
endocytosis Mutr (ERD
endoderm RN
endodermis M=
endogamy ISR B, M RACHL
endogenous W (D
endomitosis ARSI E S
endonuclease IR N V)
endophyte WAEREY), ANAB
endoplasmic reticulum A 5t kA
endopolyploidy CAREZ e
endoprotease NI H
endoreduplication AR R
endosperm AR
endosperm mother cell I FLEEA1 i
endotoxin NHER
end-product inhibition Ayl

enhancer

B 1
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enhancer element S IV
enhancer sequence Hh5R-1 P41
enolpyruvyl-shikimate-3-phosphate A70 7 AT I PR 1R - 3- T R 4 Il
synthase

enterotoxin 755

enucleated ovum FALE
enzyme iy

enzyme bioreactor il A SN 2%
Enzyme Commission number FRURM S
enzyme electrode HLRK

enzyme immunoassay il F) S B ) 5
enzyme kinetics Ay ) )%

enzyme stabilization A E T
enzyme-linked immunosorbent assay WA IER S 12 W R I
EPD AR E (1)
epicotyl R

epidermis E 3

epigenesis W e

epigenetic variation Ji HEAR

epinasty P -1

epiphyte Bl A= A8

episome B i 4¢

epistasis RSV

epitope EA

epizootic PRAT N

EPSP synthase EPSP i
EPSPS i 1 A D P 1 2 3 - R 2 5 i
equational division BE5 2
equilibrium density gradient SPGB A P B0
centrifugation

ER 5
Erlenmeyer flask HETEH, —fhl
ES cells ES4l il
Escherichia coli KIGH v

essential amino acid W T A IEIR
essential derivation of varieties mn AR AT AR AR
essential element W TTER




274

HEET B AN AT

essential nutrient WAE IR
essential requirement KA KW I
EST RIEFF IR
established culture HRKETR
estimated breeding value fhivh B FE
estrogen MEBER

ET iR R AR 46 S
ethanol LIE, K
ethephon !

ethidium bromide R 5

ethyl alcohol LW, WK
ethylene i
ethylenediamine tetraacetic acid LN 4R
etiolation Bifl,

ETL ) e RN DAY
eucaryote TRz, SR
eukaryotic HEZW OB4)D
euchromatin (i SEN
eugenics P2

cukaryote FLAZANML, EAZAE)
euploid HATAK
evapotranspiration KRN ()
evolution prisd

ex-situ conservation ITHL R

ex vitro ek (40

ex vivo gene therapy RSN IEPRYT %
excinuclease AL
excision |

excision repair DIz E
excitation wavelength BOR K

excrete Hettk, 53wk

exit site R A R

exo III ALZNIL AN
exocrine gland AN W
exodeoxyribonuclease I11 A SE AL T A DT T T
exogamy Jt RAC

€xogenous

SNIRI, AR
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exogenous DNA AMJEDNA

exon AT

exon amplification AT
exonuclease %R AN
exonuclease 111 IR AMIIEITT
exopolysaccharide JMish 2 FE bk
exotoxin HhRER
expected progeny difference W EAESR
explant CANIERES

explant donor CANIEREN G
explantation CANiEl

explosion method PR
exponential phase FREC CEK) W
export fan

express Kik

expressed sequence tag il
expression library Tk
expression system KILRS
expression vector FIKH
expressivity KIE
extension R Giig) , e
external guide sequence AN SR8
extrachromosomal LSRN
extrachromosomal inheritance Peta kb fh
extranuclear genes A

exude

B, i
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EXARIE FRxt BRI R LA TE
F factor FA-1
F, 24K
F, AL AR
Fab Prlsigs & B
FACS PG A M 53 3k vE
factorial mating TS
facultative anaerobe ek PRAAED)
FAD PRI TR R
false fruit (&S
false negative 1
false positive s BH 1
farm animal genetic resources e
farmers’ privilege R BRFAL
farmers’ rights KRB
fascicle %, W
Fc Pk in B
fed-batch fermentation I HEANEL R PP
feedback inhibition A
fermentation RIEAE
fermentation substrates IR
fermenter R HE
fertile A
fertility factor HEW T
fertilization S
fertilizer AERL
fetus it O
Feulgen staining R,

FIA PG E
fibril JRefofE, ez
fibroblasts AT 4 2
fibrous root ZiHR

field gene bank Y AL PR
filial generation FA AR
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filter bioreactor T I A W) S N A
filter sterilization 19K

filtration U

fingerprinting fe8Ur T

FISH PCER G IAT
fission DakE

fitness E B JE
fixation FEANL, E

FLAG SRAFR L)
flaming Bl CRBEED
flanking region 3 X

flavin adenine dinucleotide T RS AL AT IR
flocculant HER A

floccule ZURY)

flow cytometry A TR

fluorescence immunoassay

WP E (455 FIA)

fluorescence in situ hybridization

PN IAT (455 FISH)

fluorescence-activated cell sorting

PICTIH MM IEAR (4
5. FACS)

fluorescent probe FEARES

flush end ~F- i

flush-end cut P Y]

F1, F2, Fn MFHRERE, L AR5 K.
foetus FROIN)

fog %

fold-back rinl

folded genome g g kgl

follicle JEIE, BN

follicle stimulating hormone

1EH CIEHL) WE (4
5. FSH)

food processing enzyme LN

forced cloning JE 1) 70 P

foreign DNA AMJEDNA
formulation i 7

forskolin fE A AR, BMEER
fortify e

forward mutation

THIESS
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fouling 159
founder animal LR shY)
founder principle TF i Js
four-base cutter VY ks iy
fractionation IR
fragment B ER oSk
frameshift mutation B RAR
free water H 7K
free-living conditions H AR AT
freeze preservation R URIRAT
freeze-dry BT
fresh weight ficf 7
friable FA G
FSH fie B e P
functional food DiRetE £ i
functional gene cloning Dlyfie L Bl e b
functional genomics Dt R Ay
fungicide A ELB 7
fungus H (BHUEA: fungi)
Fusarium spp. AT R
fusion biopharmaceuticals Rl AR 255
fusion gene Rl 2k
fusion protein RS A
fusion toxin SRR
fusogenic agent il 77

RYARE F3t R SCARTE
G G

G cap GIlE 145

G protein GHEH
galactomannan I H #R R

gall oS

gamete fic 1

gamete and embryo storage T R i DR A
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gametic (phase) disequilibrium

oy CHIGED ATl

gametic (phase) equilibrium

Bl CREGL) P

gametoclone [V
gametogenesis feRAE
gametophyte e 144
gametophytic incompatibility e AARAAHZ
gap G

gapped DNA i IDNA

gas transfer NS N
gastrula Ji S R

GC island GC &y

GDP R T

gel IR

gel electrophoresis LIRS FLVK

gel filtration IS Dk
gelatine BB
gelatinization JBkE (FERD , #ifk
Gelrite™ It 21 5 = HE I
GEM SR LR
gene H

gene (resources) conservation KR CBYED RAF
gene addition FERIS N

gene amplification SR

gene bank FEDA

gene cloning KPR pe b

gene construct KPRy i

gene conversion SN AR

gene expression FER K IA

gene flow HE RIEE L

gene frequency FEPR A

gene gun SR

gene imprinting FEENE

gene insertion B SEIDN

gene interaction FEPAH HAEH]
gene knockout LR o

gene library SRRSO

gene linkage HE PR
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gene machine LR U
gene mapping i DAL P/ 5 R 7
gene modification BELAI M
gene pool LA

gene probe SEPERES
gene recombination S H A
gene regulation HEPA R 4%
gene replacement BE A 4
gene sequencing L DRI
gene shears IS
gene silencing KPR
gene splicing BEPA By
gene stacking SEDRIHERR
gene therapy FEBRIT
gene tracking PR PR
gene transfer K
gene translocation KR S
genera e

generally regarded as safe YA ] FE
generation time AR [R]
generative ESENID]
generative nucleus A%
genet bk
genetic assimilation ot ke
genetic code AL B
genetic complementation AL LA
genetic disease LRSI
genetic distance WAL R B
genetic distancing AL
genetic diversity AL ZFEE
genetic drift AL AR
genetic engineering AL TR
genetic equilibrium U ]
genetic erosion TG
genetic fingerprinting BALIREUM T (B
genetic gain LI
genetic heterogeneity AL e Jp
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genetic immunization KPR G i

genetic information HAEAE B

genetic linkage LA

genetic map AL [

genetic mapping wAEAEE

genetic marker AR

genetic pollution RT3

genetic polymorphism L 2 A
genetic relatedness AR
genetic resources BAE TR

genetic selection LIRS

genetic transformation LAl

genetic use restriction technology LA I BRIl A
genetic variation BL A
genetically engineered organism B OE )
genetically modified HREEY)
organism (Abbreviation: GMO)

genetics Ul

genome LR 4]

genomic library LR S
genomics HE IR 4 5
genotype £t

genus J& (5% genra)
GEO Wt )
geotropism fr)

germ W&/ 4

germ cell G EE D)

germ cell gene therapy AR BE A U BE KR YT
germ layer )z

germ line iR

germ line cell AT 2R 4
germ line gene therapy A E A0 ML R R T
germicide 2 il

germinal epithelium AdE E R
germination i 2

germplasm Tl

gestation IR
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GFP LR POLER A
GH AR KR
gibberellins IR
gland JhR A
glaucous BA MR GRID
globulins KEA
GLP B S0 ST R A S5 =
glucocorticoid AR €S
glucose invertase 2 A
glucose isomerase T 2 B S A
glucosinolates o A % B 1R R
glucuronidase I IR
gluten #RJT
glycoalkaloids WA R
glycoform B 25 A A5
glycolysis i e fit
glycoprotein B
glycoprotein remodelling (LS E N
glycosylation Bl
glyphosate R
glyphosate oxidase EEN Nt
glyphosate oxidoreductase AT SR
GM food R B
GMO WAL A K
GMP 1AL -5 " IR
gobar KRR
golden rice pia
Golgi apparatus e R AR
gonad AR
good laboratory practice R S =5 A
good manufacturing practice R I A2 = B
G-protein coupled receptor G- A2 14
graft W, PR
graft chimera PEFENR G A
graft hybrid BHF
graft inoculation test IR AL
graft union PR
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grafting W%
graft-versus-host disease ¥ Ehw
Gram staining EoE )

granum Mg RSN (5240 grana)
GRAS NINEA
gratuitous inducer LGS
gravitropism I F ) 1
green fluorescent protein TR A
green revolution Sy
Gro-lux™ e AT
growth cabinet PRI
growth curve A Z
growth factor KB T
growth hormone ERISIES
growth inhibitor A A7)
growth phase GRS ]
growth rate KR
growth regulator AR
growth retardant AR KB ¥ 7
growth ring ER

growth substance KA it
GTP Y 1F-5- = RERIN 4 S
guanine RS
guanosine It A5 1

guanosine triphosphate (guanosine
S-triphosphate)

B R (S-SR

guanylic acid SR

guard cell P 4m i

guide RNA 7] FRNA

guide sequence 515741

GURT LA R AR
GUS -] 2 B I
gus gene Gus S
gymnosperm Y
gynandromorph MEME R &
gynogenesis AICHEAF 58

gyrase IR e 1y
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EXAIE B3t R SCARTE
h TS
habituation S
HAC ARAN TGtk
haemoglobin protein 12185
haemolymph I 4R
haemophilia I A0
hairpin loop R
hairy root culture RAREEFR
hairy root disease B
halophyte HAEEY
hanging droplet technique S8l AES
haploid A
haplotype LNt
haplozygous FE T
hapten PP
haptoglobin SaHEN
hardening off SN
Hardy-Weinberg equilibrium BT
harvesting IRET
heat shock protein MEEA
heat therapy RPN
helix IR e
helminth s £
helper cell e
helper plasmid 18 R
helper T cell HETA
helper T lymphocyte TR L 40 i
helper virus N
hemicellulase AT R
hemicellulose AR
hemizygous P57
hemoglobin JIIRARE 4 S|
hemolymph (36) (LA HES)YI) Mtk 2
hemophilia 1A
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HEPA filter HEPA RS

herbicide Rl

herbicide resistance [k
heredity stk

heritability U L]
hermaphrodite M I [
heteroallele A
heterochromatin FERA 5
Heteroduplex SRS IZ IR 5+
heteroduplex analysis SRRV b
heterogametic SR T (R
heterogeneity Sk
heterogeneous nuclear RNA A —RNA
heterokaryon SERZAR
heterologous SR

heterologous probe SERRE
heterologous protein AN H
heteroplasmy Stk

heteroploid SR
heteropyknosis St [l 4

heterosis AP
heterotroph FIEAEY)
heterotrophic SRR OB
heterozygous A0 OBFE)D
heterozygote *ET

Hfr KW VR IR) ve 2
hGH NRAKPEE
high efficiency particulate air filter R R e R
high throughput screening [ETpiRvjiiprin
histocompatibility HL AT
histocompatibility complex HEMBENELZED)
histoglobulin ML NEHREA
histology M2

histone HiEH

HLA NENSE e
hnRNA BAIE—RNA
Hogness box FEHE A IOTHE
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hollow fibre Hpep
holoenzyme N
holometabolous SEARAN
homeobox [ 5t S B A
homeodomain [Fi] Y5t £ Ay ik
homeotic genes [958 S B
homeotic mutation [ 5 S T AR
Homoallele [ i AR B A
homodimer [ 20 SR AR
homoduplex DNA AR X EEDNA
homoeologous (Gt 43 A YA
homogametic FEE
homogenotization [ R LR A
homokaryon A A% A4
homologous EM
homologous recombination A H A
homology [ 5
homomultimer I35 2 SR AR
homoplasmy [ Jpa vk
homopolymer A 284
homopolymeric tailing [ &4 8
homoozygous a5 OBFia)D
homozygote aisr
hormone W
host (EES
host-specific toxin TEL MHER
hot spot X
HSA 1L 4 A
HSP AP
human artificial chromosome AR TR
human growth hormone NRAEK PR
human-leukocyte-antigen system YN S=SEEnEN
humoral immune response PRV G T I 25
Hup+ FH P IR
hybrid At
hybrid arrested translation AR BHANBH 1F
hybrid cell A= T 4t
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hybrid dysgenesis RITAH

hybrid released translation AT RE R F
hybrid seed HAHI T

hybrid selection ARFh I EE

hybrid vigour AR
hybridization HRAL

hybridoma e
hydrogen-uptake positive FH IR &
hydrolysis KA

hydrophobic interaction i KA
Hydroponics KRk
hygromycin AR

hyperploid EERTEREN
hypersensitive response ORGP
hypersensitive site ren R R
hypertonic [0

hypervariable region AR X
hypervariable segment A B
Hypocotyls TR

hypomorph WAL SR
hypoplastic REAAE
hypoploid P A AR
hypothalamic peptides IRRIEZIN
hypotonic ikiz

RYAE Bt Rz B R SCAR TR
I/E region 1/ EXIH,

ICSI K1 ORI VE S HOR
identical twin [ G AU

idiogram Yo R A
idiotype AMAFERR Y CplRe 28D
IgA/Igd/IgG/IgE/IgM PRSI

IGS WAERTPA, Rl BE X

imaginal disc

JE R A
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imbibition B
immediate early gene FLHRN Z1) 3
immobilized cells SEA AT
immortalization AL
immortalizing oncogene TR A
immune response Ao J% [ V.
immunity Ha ek
immunization i
immunoaffinity chromatography Yo 5 SR AZ T
immunoassay G e
immunochemical control G B 25 )
immunodiagnostics LW
immunogen 9% i
immunogenicity Yo 3% JE
immunoglobulin S BRE
immunoprophylaxis S Pl
immunosensor Yo AL KA
immunosuppression g% 41l
immunosuppressor G 5 A 71
immunotherapy UNETIRPN
immunotoxin SRR
impeller UE
in silico EUNE R
in situ ¥
in situ colony hybridization P SR AT
in-situ conservation LR
in situ hybridization JEAE AL
in situ plaque hybridization W E JUT 2828
in vitro A5k
in vitro embryo production JRREARSME T HOR (4

5: IVEP)

in vitro fertilization

RANZHE (455 : IVE)

in vitro maturation

RAMERE (455 : TVMD

in vitro mutagenesis 1S FAR
in vitro transcription A S 5%
in vitro translation AN s

n vivo

(32!
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in vivo gene therapy NS E b
inactivated agent K
inbred line HAZ &R
inbreeding AT
inbreeding depression AT IR
inclusion body (RS
incompatibility AFHAE
incompatibility group AU
incomplete digest ANTEAH AL
incomplete dominance ANGEAR WA
incomplete penetrance ANTERAM B
incubation WEE . R, K5I
incubator AL
indehiscent A
independent assortment PS4y L
indeterminate growth ToRR A=K
indirect embryogenesis )R IG R A
indirect organogenesis [ T R A
inducer BHFY)
inducible Uikt
inducible enzyme Vi
inducible gene QViEe
inducible promoter Vin g
induction Vini

induction media NI
inembryonation EMERE
infection IS
infectious agent T3
infiltrate BiE
inflorescence ik
inheritance Builia

inhibitor i
initial Cells J5 s 24
initiation (Y

initiation codon E IR
initiation factor IR N ¥

inoculate

e
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inoculation cabinet B

inoculum B/ A (EEL: inocula)
inorganic compound THHED)

inositol rYElE, WUEE

inositol lipid Lr el

insecticide oA HU A

insert A

insertion element NS

insertion mutation AR

insertion sequence N

insertion site AL R

instability AFEENE

insulin S

integrating vector BERAE

integration w5
integration-excision region BEVIBRX (45: 1/B)
integument Bt

intellectual property rights FIRA (465 : TPR)
intensifying screen 14 I 5

intercalary B8] A=

intercalary growth IEESS

intercalating agent ECANE Wil

intercellular space 4 i 1] i

interfascicular cambium WIRTE Rz

interference T

interferon T

intergeneric cross

A TR 2848

intergenic regions

HE LA E] e X

intergenic spacer

CHELATED) HIB@X (45 : 1GS)

interleukin

EEIIFIES

internal guide sequence

W52 (455 1GS)

internal transcribed spacer

WEEFRIX (45 1TS)

Resources for Food and Agriculture

International Treaty on Plant Genetic

CORT R IEEAL TEISTR FE b it )

International Undertaking on Plant
Genetic Resources

CHREBAAR AR 35 A% DR U5 ) s
F21)

internode

T 18]
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interphase [ 351

intersex M A 1)

inter-simple sequence repeat ] B A 41 ) 2 A 1
interspecific cross T a) AT

intervening sequence I b 7 51

intracellular MMPANI: —ADAHAN KA
(N5 o

intracytoplasmic sperm injection YRS RS SRR

intrageneric J& N

intrageneric cross J& N5

intragenic complementation SEPT A AR

intraspecific Tl A 1)

intraspecific cross il AL

introgression FERBAN

intron NET

invasiveness N

inversion fRIAL

inverted repeat R EE

ion channel I iE

IPR FIU AL

IPTG ot N 2E-B-D-fiit Q- SR ity

irradiation RSN

IS element ISJuft

isoallele IFi) & ik

isochromosome e d AR

isodiametric e

iso-electric focusing gel S FUR AR LUK

isoenzyme [Fi) T g

isoform A

isogamy [Fi) P A= 5

isogenic S

isogenic stock ITEHE P AR

isolating mechanism ke AL

isolation medium Sy B R R

isomer SRk

isomerase s




292

HEET B AN B AT

iso-osmotic &5

isotonic B

isotope [FEVAES

isozyme [ L

ISSR i L7 471 T ] X
ITS REESNIDEIES
IVEP ARG A
IVF WA K

VM LTS

v §75 i X Bz B9 Hp XL ARGE
J ERF B (joining segment)
Jiffy pot™ Rk

JIVET HHRSMEAG AR
JIVT R SMEGHAR
joining segment HERR B

jumping gene BRI

jumping library BEAT S

junk DNA JC LI HEDNA
juvenile hormone R

juvenile in vitro embryo technology HIHARSME IR B A
juvenility il

RBYARE B RE B SCAR TR
kanamycin FIRER

kanr R R .
kappa chain R

karyogamy A

karyogram B

karyokinesis %o
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karyotype Yo R

kb TS

kbp TN

kcat Pt AV S5 R A A S I % ) i
k /K IR AR SN A A 8% 1 i 4
K, fif 1255 4

kDa T /K% (kiloDalton)
killer T cell AT 40

kilobase THdE (455 kb)
kilobase pairs TR0

kinase T

kinetics ZIPIES

kinetin e

kinetochore HLL s

kinetosome EEEIN

kinin Bk

Klenow fragment SEAE B

K fiFf 5 T A

knockout i bR

BEXARIE Fir ¥t Bz B9 H SXARE
label Pric (#)

labelling Fric ()

lac repressor-lac promoter system FLBE-FLE B 3) R 5
lactose bk

lag phase i i 39

lagging strand i bt ik

lambda chain Pk (N ) B
lambda phage) UAESRES

lamella 5

lamina LAl

laminar air-flow cabinet AT

laminarin ]

lampbrush chromosome SLE SERES




204 R R AL AT
Landrace 7 b A
latent agent WK T
latent bud PRHR 2
latent phase I
lateral bud M ZF
lateral meristem A4 A 2R
lawn W&
layering S Y
LCR N R R N
LD, FRE R
lead compound KFHEY
leader peptide H 3K
leader sequence HI T 751
leading strand HI T4
leaf blade )T
leaf bud cutting M2
leaf margin 2
leaf primordium R
leaf roll EELUBL]
leaf scar MR
leaflet ML
leaky mutant BRI
lectin T 2=
leptonema R
leptotene ML OB i)
lethal allele HOLSE A X
lethal gene g R
lethal mutation HICRAR
leukocyte EENT
library S
life cycle A i A 39
ligand LS
ligase TERE
ligase chain reaction TP A
ligate, ligation R
lignification ARt
lignin YNES
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lignocellulose UV
LINE Kzt
lineage R

linear phase SR |
linearized vector SR AE
linkage TEBA

linkage disequilibrium ERIA T
linkage equilibrium A
linkage map TR

linked gene, linked marker HEBUER, EBRD
linker ek

lipase I 15 Pty

lipid NI It

lipofection g Ak G
lipopolysaccharide IEEZ

liposome JIg B A
liquefaction WALAE

liquid medium WARREFRIE
liquid membrane TR

liquid nitrogen A

litmus paper SR

live recombinant vaccine T P A R
live vaccine PR T

living modified organism QR RATAS/LEN
LMO BB R
locus (4. loci) A7 1

lod score Lod Pt oty
logarithmic phase X HUH

log phase XU

long interspersed nuclear element K HAAZ oA
long template KA

long terminal repeat KA i EE 7S
long-day plant K Y
loop bioreactor EPIEIA SO 2%
LPS e

LTR A 5L P4
luteinizing hormone (S eS
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luxury consumption Wt &

lyase 217

lymphocyte bl i)
lymphokine T
lymphoma MR

lyophilize R

lysis ali]

lysogen B R AR

lysogenic piad ik

lysogenic bacterium VR AN R
lysogeny WIEINS

lysosome AR

lysozyme i v ity

Iytic e

lytic cycle 25 39

RBYARE X Bz i AR SEARIE
M13 DNA PLEEDN A B 14
M13 strand MI3 &

MAAP ZEALEY T
mAb A REPUAR
macerate MRS
macromolecule T
macronutrient KEERR
macrophage SN
macropropagation P EhE
macrospore Kfv

mad cow disease R

MADS box MADS#:

magenta Easi

major histocompatibility antigen FEAZHHE DU
major histocompatibility complex FEALZENE S
malt extract E g L)
malting RAZF, FAIIR
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mammary gland

FLAR

management of farm animal genetic
resources

X A B B

mannitol H e

mannose H

map i

map distance JER R R

map unit e i PR
mapping 2 Pl i
mapping function P R K
mariculture KT
marker Frid

marker gene Fricdk

marker peptide Fridik
marker-assisted introgression [ERETIRZ YN
marker-assisted selection FricfiiBhiL £
MAS bl Bk £
mass selection REEEE, ik
maternal effect BHARN,
maternal inheritance ESui

matric potential HE
maturation J

MCS EN OV E ]
MDA Z MRS 465
mean FEIME

media Bk

median H

medium I

medium formulation A Sy
mega yeast artificial chromosome B RN TG o4
megabase EPALLE S
megabase cloning BT e
megaDalton JEE /R i
megagametophyte HERC 714
megaspore K+

meiosis AL
meiotic analysis I 20 W
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meiotic drive AL )|
meiotic product IRE 2 )
melanin (RS

melting temperature AR (455: Tm)
membrane bioreactor AW RN A
memory cell 1240 fy

Mendel’s Laws A BB R
Mendelian population o PR AR
Mendelian segregation R 53 BE N
mericlinal Ji 25X ik oA
mericloning I3 FEA ARG IR
meristele SR

meristem AR

meristem culture R AR SR
meristem tip SN T4 e SEAT AN
meristem tip culture PRy o3 HE AR IR
meristemoid i apactat gt
merozygote JaiBES T

mesh bioreactor i 193 =X A ) e
mesoderm Oz

mesophile W U T
mesophyll I A

messenger RNA fFIFRNA
metabolic cell AR I 4 i
metabolism B
metabolite R
metabolomics IS
metacentric chromosome B PSRN

metal affinity chromatography GBS ET
metalloenzyme & &
metallothionein & g
metaphase 4 i o 24
metastasis FEY HL

methylation HIEAEH

MHC FEHATHENEEY
Michaelis constant KB £
microalgal culture [ C 32
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micro-array W FEF
microbe WA
microbial mat A
microbod (YL
micro-carrier [EERS
microdroplet array % rilE%
micro-element MEITER
micro-encapsulation [EUINE AP
micro-environment TG
microfibril TRET 4
microgametophyte T 144
micrograft T
micro-injection A
micro-isolating system TR R R 4
micronucleus (204
micronutrient MEE IR R
micro-organism AW
microplast Tl S A A
microprojectile bombardment kL 25 11
micropropagation (LG YIRS
micropyle B
microsatellite g A
microspore M
microtuber RE P
microtubule W

middle lamella ez
mid-parent value REEHE
mineralization it
minimum effective cell density T /N AN i
minimum inoculum size I/ MR E
mini-prep /N
minisatellite [l
minituber [FEbES
mismatch B
mismatch repair HiciE =
missense mutation B R
mist propagation S YIERFS
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mite U]
mitochondrial DNA 2R AADNA
mitochondrion S AL
mitogen CEZ 3
mitosis CEXiE
mixed bud HE
mixoploid TR A AR
mobilization LY
mobilizing function G R )R
mode AR
model (5N
modern biotechnology IAEDHEA
modification &
modifying gene AL
MOET FEHCHE I ARG S i
molecular biology a1
molecular chaperone I3 TAER
molecular cloning o> b
molecular genetics gy isfk
molecular marker 2 RRid
molecular pharming gy A2
molecule nT
monoclonal antibody oy BEPLAA
monocot B
monocotyledon B
monoculture R
monoecious ME I [ R (1)
monogastric animal BHIY)
monogenic LEE i)
monohybrid FAEEPR Z R
monohybrid cross MR AT T
monokine AL
monolayer LG )z
monolignols BARAR TR
monomer gk
monomorphic A
monophyletic FLYR T
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monoploid PR
monosaccharide Rk

monosomic FART
mono-unsaturates AR S
monozygotic twin G
morphogen B E
morphogenesis s RA
morphogenic response TEAS R A Y
morphology ¥

mosaic jSERLN

mother plant SRAHY)

motif L, Bk
movable genetic element e PRI AL K1
mRNA fHFRNAIS S
MRU NI L AIE IR
mtDNA 2RI ADNA
multi-copy ZHE I
multigene family E2 NP
multigenic Z LA
multi-locus probe ZA RPREE
multimer E2 N

multiple alleles SR
multiple arbitrary amplicon profiling EA RN
multiple cloning site % LA R
multiple drop array % rilk%

multiple ovulation and embryo transfer

FEECHE IR R FS R R

multiplex

ZE JHD

multivalent vaccine EZRET
mutable gene AJ AR
mutagen il
mutagenesis B
mutant KA
mutation KA
mutation pressure KA
mutualism ages
mycelium 2244
mycoprotein eS|
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mycorrhiza R
mycotoxin HWFR
myeloma A R
myoinositol LI
RBYARE B Rz B R SCAR TR
naked bud BEF
narrow-host-range plasmid 78 A Y TUR
narrow-sense heritability e sk %
native protein TR 1o
natural selection H AR IE £
necrosis ot
negative autogenous regulation U B
negative control system UNGERESE
negative selection Uiiprics
negative self-regulation B H 5
nematode 2
neo-formation LLAERIAY
neomycin phosphotransferase 11 A R IR L R R
neoplasm Y
neo’ B R PR
neoteny AR
net photosynthesis HEGEH&E
neutral mutation o RAR
neutral theory RS
neutrophil rh R4 iy
NFT RIS G
nick ik
nick translation IERR
nicked circle (IEBZN
nif gene cluster Nif nif ik K%
nitrate TR 5
nitrification HAAEH
nitrocellulose Ak A 4t
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nitrogen assimilation A AEH
nitrogen fixation 2AEH
nitrogenous base R

NO BAZ AL X

nod box nod £}

nodal culture SR

node s

nodular g5y

nodulation IR T

nodule R

non repetitive DNA/RNA JE 2 DNA/RNA
non-additive genetic variation eI PG AL AR
non-autonomous EIERG]
non-coding strand A g b B
non-disjunction AN B IS
non-histone chromosomal protein e B A Qe AR R (1
nonsense mutation P E NG
non-target organism EHFRAEY)
non-template strand E IR
non-virulent agent AE 71 A

NOR A X
northern blot RNA F[IiF i
npt-11 B R IR R L
nucellar embryo RO

nucellus R

nuclear transfer A2

nuclease %R

nucleic acid AL

nucleic acid probe IR IRET
nuclein Friedrich Miescher M
nucleo-cytoplasmic ratio -tk
nucleolar organizer A=A X
nucleolar organizer region A=A X
nucleolus A=
nucleoplasm 5t
nucleoprotein ZHEH
nucleoside Kt
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nucleoside analogue AR
nucleosome % /MA

nucleotide AL

nucleotide sequence RT3
nucleus 2 i k%

null allele TR AT HE A
null mutation TRRAE
nullisomic s A=)
nullisomy T G i

nurse culture RE RS
nutriceutical E I

nutrient cycle TR

nutrient deficiency BIRZ I
nutrient film technique B IR
nutrient gradient T

nutrient medium I8 S
3§75 F X Rz B R XA IE
ochre stop codon AR E T
octoploid J\ Ak

oestrogen HE 2R

oestrous RAGH OB
oestrous cycle RA R

oestrus RAG

offset PaRS

offshoot L33

offspring Jaft

Okazaki fragment XJ Ui B

OLA TR RRIER AT
oligomer IR
oligonucleotide SRR
oligonucleotide ligation assay ST RESE B
oligonucleotide-directed mutagenesis FEAZAT IR E 17 578
oligonucleotide-directed site-specific FERL TR E 1) 58 p 5848
mutagenesis




HEEE DA A R AR T

305

oligosaccharide SEHE

oncogene e
oncogenesis i IR T 1k
onco-mouse JIe e s DA il
ontogeny AMRR A
oocyte G BEN Y
oogenesis RIS
oogonium G Ji 4
oosphere gEk

oospore [EOSR

opal stop codon HHAZIEFEW T
open continuous culture FF SR 77
open pollination H B4

open reading frame

TEIR SAE (417 : ORF)

operational definition

BAERE X

operator BRI
operon BT
opine el PR
OPU R

ORF TFIBUR BEHE
organ W

organ culture s E IR
organellar gene 21 i 245 5
organelle I o
organic complex HILEEY
organic evolution WA
organism ik
organized growth HLEEK
organized tissue AN
organogenesis wERE
organoid R H
organoleptic R I
origin of replication S R
orphan gene A LIk
orphan receptor LA
ortet Ysbk
orthologous HARFIJEHE
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0SMmosis BIEEH
osmotic potential BIEH
osmoticum B A
outbreeding e R B
outflow s i
ovary 5. G
overdominance eTA s
overhang 5t ity
overlapping reading frame S T IR BEHE
ovulation AP
ovule JREE
ovum e
ovum pickup KO
oxidative phosphorylation AR AL
oxygen-electrode-based sensor SRR AR Tk
BXANE B X Rz i R SCARIE
p e i 2 o i
P element P A1
P, P, P, PoEA
p53 gene p53 Ak
pachynema FH 2
pachytene FHZE S0
packaging cell line EEINIES
packed cell volume 40 g A
PAGE SR B Bt FEL VK
pairing [{W3)
pair-rule gene Lo WIlE S
palacontology RER/ES
palindrome [ SC 41
palisade parenchyma Mt s EE 2 21
pPAMP PUZ W 5 2 1 Ok
panicle HELE Y
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panicle culture FERE TR
panmictic population BENLAS FCHE 1
panmixis BEHLAZ T
paper raft technique N NI
PAR AT R AT
par gene parJt
paracentric inversion T A AL
paraffin [wax] A1 (]
Parafilm™ Eu)ii
parahormone KWE
parallel evolution AT HEL
paralogous AT AR
parameter ZH
parasexual cycle HEPEIGFR
parasexual hybridization HEMEAL
parasite THAD)
parasitism TAERS
parasporal crystal (RRIIETEES
paratope HAM
parenchyma HEREZH 2
parenchymatous THEEZH 2311
parthenocarpy FL G S
parthenogenesis PEAESE
partial digest IaRleLea
particle radiation KL A S
parts per million HARZ—
parturition 73U

passage AR

passage number AR
passage time AEARIN [A]
passive immunity B3 s

pat gene L LR AL A D]
patent LA

paternal AT
pathogen LY
pathogenesis related protein TR G A
pathogen-free Jo S AR )
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pathotoxin BWFER
pathovar S
PBR B P A A G
pBR322 KIG T # JTkE
PCR R WU Y
PCR-RFLP B9 38 2 575
PCV 21 I B
pectin IR
pectinase P
pedicel 1EHR
pedigree ik
peduncle by
PEG RO
penetrance PARTES
peptidase Jik A
peptide Jik
peptide bond Jik
peptide expression library JIkF ik S
peptide nucleic acid AN
peptide vaccine JIR R T
peptidyl transferase JIR TG 4 s il
peptidyl-tRNA binding site JRBE-RNASS & A7
perennial EZCRE YY)
pericentric inversion i ) (5147
periclinal R0
periclinal chimera JAG kA A
pericycle AR
periplasm Ji ot
permanent wilting point TR ZE R
permeable B
persistence FEAME
persistent FEATEI
PERV B AR S S0 25
pesticide ¥]
petal 1E
petiole AN
Petri dish BEFE L
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PFGE Jok g G FEL K
PG EZ St i1l
pH R IgAE

phage Wi 1] 44
phagemids W P74
phagocytes A I 41 i
phagocytosis A
pharmaceutical agent 2517
pharmacokinetics L EIPIE
phase change AHAZ

phase state A

PHB BRI IR,
pH-electrode-based sensor pH AL K A
phenocopy KR
phenolic oxidation iEaREe
phenolics P9 24 ot
phenotype F3it]
pheromone FER
phloem P&
phosphatase adiediss
phosphodiester (phospho-diester) bond | % — Jis
phospholipase A2 WBENRREA2
phospholipid W
phosphorolysis MR A4
phosphorylation WA AE
photoautotroph i AFRAED)
photo-bioreactor A I A
photoheterotroph DANEE igast/)|
photoperiod A ]
photoperiodism PR
photophosphorylation JtE R AE
photoreactivation R A
photosynthate HETY)
photosynthesis e EH
photosynthetic pioyenid)
photosynthetic efficiency JLERE
photosynthetic photon flux At i E
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photosynthetically active radiation PINERE Gl
phototropism DPjwEs
phylogeny RGERE
physical map B

phyto- (IE:
phytochemical HAL 5 o
phytochrome ISR
phytohormone ER/N €
phytokinin RNV ST
phytoparasite ERE
phytoparasitic M A A= ) OB D
phytopathogen R A
phytoremediation HYEE
phytosanitary TR %
phytostat HE E B IR A6
phytosterol ) £ i
pigment R

pinocytosis R AEH]

pipette e

pistil HERS

plant breeders’ rights HP) & T AR
plant cell culture /BT
plant cell immobilization AP A0 i i s AR
plant genetic resources T AL BHYR
plant growth regulator R AE AT 1 )
plant hormone e €S

plant variety protection HEH) b A O
plant variety rights ) b PR
plantibody QERZ/ETIRES
plantlet FHAERIRE

plaque M il X

plasma 1%

plasma cells HKA

plasma membrane A0 i
plasmalemma Jou e

plasmid iy
plasmodesma Jifa )% 22
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plasmolysis JRRES) B

plastid PIZS
plastoquinone AR

plate WA BRI
platform shaker RSN
plating efficiency T
pleiotropic ZRMER
pleiotropy Z 3k

ploidy 51

plumule W ZF

pluripotent Z i

plus tree 1E5 44

PNA A%
pneumatic reactor aeIANE:
point mutation HRAZ

polar bodies P A

polar mutation Wt RAR

polar nuclei WAz

polar transport WA 32 i
polarity qes

pole cells R 4m i

pollen ek

pollen culture ek iR

pollen grain Ae ki
pollination BRI EH
poly-(A) polymerase ZRIFERE SN
poly-(A) tail poly-(A))&
polyacrylamide gel T IR I R i
polyacrylamide gel electrophoresis IR TR P g e 2 P vk
polyadenylation ZRIRE R
polycistronic AT
polyclonal antibody Z wEHUK
polycloning site EN Z AR
polyembryony % JEILE
polyethylene glycol P -
polygalacturonase % P FUH T IR
polygene EZ2
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polygenic % FEPI ()
polyhydroxybutyrate FRIL T R
polylinker Hs‘ ak
polymer 5’%%
polymerase Rol
polymerase chain reaction H“ HlRE RN, (475 APCR)
polymerization HX a1
polymery o7 e PR A
polymorphism SER 2 21
polynucleotide ZREHR
polypeptide ZJIk
polyploid ZAHK
polysaccharide EZ
polysaccharide capsule EZ1IE
polysome E23 14N
Polyspermy EZ I AL
polytene chromosome EZ- 4 JUNES
polyunsaturates Z AEAE TR
polyvalent vaccine Z O
polyvinylpyrrolidone IR LTI
population REAA
population density iR 25
population genetics BEAE (FIHE) gtk
porcine endogenous retrovirus M R e S
position effect AW N
positional candidate gene JE AR RE
positional cloning SENL e
positive control system IEXT RS
positive selectable marker IEEFEFR I
positive selection FH M5
post-replication repair B EE
post-translational modification P 5 &
potentiometric A7 v
PPF P/ e P LA
ppm HABZ—

PR protein PR [
precautionary principle AU T Ji )




HEEE DA A R AR T

313

precocious germination HEG K
pre-filter T8
pre-mRNA mRNAJi £
pressure potential Hs )3
pre-transplant P
preventive immunization TR
Pribnow box W A v HE
primary YA
primary antibody Hhik
primary cell J AR i
primary cell wall IR AN o ke
primary culture JEARHE 7
primary germ layers HIEIRE
primary growth IERENS
primary immune response IR I3 W 5
primary meristem W A
primary structure G
primary tissue W42
primary transcript WG
primer 514

primer walking A
primordium i
primosome gk AR

prion Jhelvi 2
probability M
proband SEUEH

probe PREN
procambium JRTE Uz
procaryote R
procaryotic SR %I
processed pseudo-gene 0 AR
production environment IR
production traits AR
productivity ES)|
pro-embryo J5 R

progeny EN

progeny testing Jii o il e
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progesterone BAA
programmed cell death AR AT
prokaryote IR
prolactin HEFLER
proliferation 45
pro-meristem SR o HE 2L
promoter JAB)T, e
promoter sequence JAE) TS
pro-nuclear micro-injection JEAZ T S
pro-nucleus 5%
proofreading T HF
propagation -t
propagule ZHHAR
pro-phage Ji R TR A
prophase IES!
protamine R E A
protease Ed=]
protein E=Pih
protein crystallization E{SPET
protein drug ALY
protein engineering ES)
protein kinase Eedspi
protein metabolic step A U R
protein sequencing Eshnlig
protein synthesis EdSPrigey
proteinaceous infectious particle SR R ORL T
proteolysis K AE R
proteolytic R E KA
proteome A A
proteomics EdSpiv s
protoclone J AR FUA TG 1 BT &R
protocol B IR
protocorm JRIRZE
protoderm Ji K %
protogyny BHERE 5 3
protomeristem JR A2 53 2
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proto-oncogene Ji e i

protoplasm JR A T

protoplast J A A

protoplast culture A AT R

protoplast fusion S A B S

prototroph JR 7R

pro-toxin JRFEEER

protozoan JRAEEY (9 B protozoa)

protruding end 5 th iy

provenance Ji ™

provirus A7

pseudo-affinity chromatography AN Z T2

pseudo-autosomal region UL G a4 Xk

pseudocarp R

pseudogene 3t

Pseudomonas spp. R AT

P-site P i

psychrophile &4

puC — P LI SOk

pulsed-field gel electrophoresis Ikt PR 37 I LUK

punctuated equilibrium )

pure line ali &

purification tag Al bR

purine NEEHS

PVP 1. 28 LA el 2. HE ) i b fR
A

PVR FELA) it AL

PWP AR AMERG 2 R

pyrethrins B e 2 i

pyrimidine W e

pyrogen i

pyrophosphate FEWEIR Eh
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Q
RYARE B3t Rz B R SCAR TR
q PN e (AR TP (R K
g-beta replicase q- B =G
QSAR JE T A AL T PR AE G
QTL i R 25
quadrivalent JIEVIRES
quadruplex RN
qualitative trait SRR
quantitative genetics it 7
quantitative inheritance o R L
quantitative structure-activity relationship | & & ZC R
quantitative trait EIGTRER N
quantitative trait locus bk Gafe) Al
quantum speciation A FE K
quarantine Ky
quaternary structure W)
quiescent iy
R
EMXARIE B BB R SCAR TR
R genes R
R, ALY
race Tl
raceme SUIRTEFP
rachilla /N
rachis A
radiation hybrid cell panel RSB TR S5 B
radicle JEAE
radioimmunoassay TR S 5 5
radioisotope TR RIS 2%
raft culture AR
ramet TPt R I bk
random amplified polymorphic DNA BEALY 38 2 A EDNA
random genetic drift BEMLIE AL AR
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random mutagenesis L INES
random primer method BEHLS 4%
RAPD BEHLY 1 2 1k
rate-limiting enzyme P 3ok i
rational drug design HEBLVE 2 et
reading frame 5] B HE
read-through JH 1
recA recATEH
recalcitrant L) B R
receptacle 16+t
receptor ZAK
receptor-binding screening AR AR
recessive (588
recessive allele Fe S 7 ik
recessive oncogene [SUEBES
recessive-acting oncogene Bt A e
reciprocating shaker AR
recognition sequence vl
recognition site PN
recombinant EA A
recombinant DNA HEZDNA
recombinant DNA technology DNAFE41H A
recombinant human G PN
recombinant protein BAHEN
recombinant RNA FZRNA
recombinant toxin EHER
recombinant vaccine A
recombinase T
recombination A
recombination fraction EYR
recombination frequency 20 S
recombinational hot spot A B
reconstructed cell A
reduction division H— IR 3
refugium BRI RS X
regeneration A
regulator T
regulatory gene LEREE S
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regulatory sequence WA
rejuvenation REIRFE ., S
relaxed circle FA GBI
relaxed circle plasmid FAFRJFURL
relaxed plasmid FA B2 TR
release factor A+
remediation BE
renaturation 2k

rennin 7L I

repeat unit HE B
repetitive DNA HEDNA
replacement Ak
replacement therapy ERARIRES
replica plating SENEIRE
replicase 52 1 ity
replication Sl
replication fork S X
replicative form SR
replicon iy
replisome 5244
reporter gene i A A
repressible enzyme [HERLA] L
repressible gene A BH 3 S
repression BH 3%

repressor FHLE 2 1
reproduction GREl

repulsion HFE%
residue Bl
resistance Pk
resistance factor RS

rest period PRHR ]
restitution nucleus I
restriction endonuclease B2 PN D7)
restriction enzyme B 1l il
restriction exonuclease PR HIPERZ IR S M i
restriction fragment PEL I v B
restriction fragment length polymorphism | B2 il J- B i 22 24k
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restriction map P ) Pl 1) ] i
restriction site PR A7 A
reticulocyte W9 2R 2140 i
retro-element S 3 S PR F
retroposon SR
retroviral vectors T I SO B A4
retrovirus T SR B
reversal transfer S

reverse genetics SR A
reverse mutation [ 53 5845
reverse transcriptase % il
reverse transcription SRS

reversion E§=]

RF SRS
RFLP FRE A BOK I 2 S48 S
rh EZDNEFE]
rhizobacterium isd )
Rhizobium 98 v
rhizosphere R B

Ri plasmid RiJTRL

RIA TR B9 I 5 1R 46
ribonuclease I B A% 1 1
ribonucleic acid IR
ribonucleoside R
ribonucleotide MBERZ AT IR
ribose A

ribosomal binding site WA 255 AT S
ribosomal DNA PR DNA
ribosomal RNA ZHERRNA
ribosome ARG
ribosome-inactivating protein FZRAR 3T B 1
ribozyme %1

ribulose AL

ribulose biphosphate TR AL B
rinderpest i

RIP RS B (1 46 S
risk analysis N S@a
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risk assessment PSP A

risk communication RN eapiiil

risk management R 3

R-loops RIF

RNA A AN E S
RNA editing RNAET{]

RNA polymerase RNAZE A I

RNase A A E S
RNA-dependent DNA polymerase WA T RNAFDNA S 5 i
rol genes rolJi: [A]

root i

root apex R

root cap R 7

root culture (ST

root cutting R4

root hairs RE

root nodule s8]

root tuber e

root zone X

rootstock iR

rotary shaker i i AR
Roundup-ready™ PUELH W A
rRNA ZHEARNAN 465
RuBP AL R
ruminant KA

runner IR

rust Gz

EXARIE Fxt Rz AR LA TE
S phase SiY

S1 mapping S, P 1

S, nuclease S1 MM
saccharifcation PEALAE

saline resistance E71 N
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Salmonella WK

salt tolerance Tiif £ 1%

sap LR

saprophyte JEAE)

satellite DNA 1A DNA

satellite RNA ERNA

sC S e NI

SCA REPRIC A 0 48 S

scaffold GRS

scale up R

scanning electron microscope FIH B

SCAR JEHVRE PR I X 45 'S

scarification i)

SCE BRIR G (A PR AT I 4 'S

scion Rl

scion-stock interaction FER-nG AR B AR

sclerenchyma JEREZ 2

SCP AN A A

scrapie S FEIA

screen iprin

SDS R R AN 46 S

SDS-PAGE B R - 2R TN I A
HLIK M 465

secondary antibody 5Pk

secondary cell wall IR RE

secondary growth — Ak

secondary immune response FEIR e W25

secondary messenger oG

secondary metabolism IRAEA

secondary metabolite IRPARHY)

secondary oocyte VTSN

secondary phloem AR B8

secondary plant product RAEREW =)

secondary root KA

secondary spermatocyte IRBAT BEAN i

secondary structure )

secondary thickening WA E
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secondary vascular tissue RAEYEE A
secondary xylem AR TS
secretion IRV

seed il

seed storage proteins Tl fis 78 2 1
segment-polarity gene BB
segregant Iy B
segregation I3
selectable AJIEFE)
selectable marker EFEbRL
selection i 126

selection coefficient ERE R
selection culture i 55 557
selection differential R
selection pressure EFEHs
selection response pri s I IVA
self-incompatibility H A A
self-replicating elements HESEHITHR
self-sterility HAZAE
SEM BN S
semen sexing RN
semi-conservative replication PR B
semi-continuous culture SRS RP S
semi-permeable membrane i
semi-sterility AT
senescence B

sense RNA 1E X RNA
sensitivity RIPUE

sepsis WO E,  FEAE
septate FLRRIE )
septum I

sequence 3500y
sequence characterized amplified region | /& FRFAEES B8 X S bR ic
sequence divergence P25 =
sequence hypothesis FeA s
sequence tandem repeat BT
sequence-tagged site JFBIRR AT A




HEEE DA A R AR T

323

serial division RAN0E
serial float culture RNV TR
serology 1ML 2

serum IR

serum albumin Mg HEA
sewage treatment 75 KA L

sex chromosome JEAGEEREN

sex determination P POE

sex duction P

sex factor PR

sex hormones PR

sex linkage Pk A%

sex mosaic PEEE kA
sexed embryos PEFE IR IR
sex-influenced dominance N 2T
sex-limited (FEdBvidis
sexual reproduction A A B
shake culture PG R TR
shaker FEIR

shear B
Shine-Dalgarno sequence Shine-Dalgarno)¥ %)
shoot apex ES

shoot differentiation oL

shoot tip ESN

shoot-tip graft ESNT TR RS
short interspersed nuclear element FaHUA oA
short-day plant L H A
shotgun genome sequencing BRI DR A 7
shuttle vector FR A
sib-mating [Fi] A2 i
siderophore BRE A

sieve cell i it

sieve element I
sieve plate i

sieve tube i

sigma factor VU P
signal peptide ERERILN
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polymorphism

signal sequence 5575

signal transduction Foks
signal-to-noise ratio (L7324

silencing iER

silent mutation DI

simple sequence repeat fiif B H AT 7 1

SINE A LI A S
single-cell line LR

single-cell protein LG i 2

single copy L DL

single domain antibody AR

single node culture AR

single nucleotide polymorphism HIZHREZ &M
single primer amplification reaction PG |3 1 gz N
single-strand conformational LRy AR B AN e A I

single-strand DNA binding protein

HEFDNAZLE & H A

single-stranded DNA TAEFEDNA
single-stranded nucleic acid AL IR

sire NI

sister chromatid exchange QR R G €2 AR AT e
site-specific A7 R 1

site-specific mutagenesis JE R RAR

sitosterol 2 H

six-base cutter NI P D

small nuclear ribonucleoprotein AN R 3 A e
small nuclear RNA W/ TRNA

SNP PR Z SRS
snRNA NN FRNANARS
snRNP G R i A S I E
sodium dodecyl sulphate LR R AN

sodium dodecyl sulphate polyacrylamide
gel electrophoresis

b I R AN 2R TR A L Tt e
LK

soil amelioration IR
soil-less culture T HgR
solid medium [ A 5% 5

somaclonal variation

AN IEE R AR
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somatic A4 a1
somatic cell R4

somatic cell embryogenesis A IR KA
somatic cell gene therapy PRAN ML R VR T T
somatic cell hybrid panel ARG B A=l e BEAR
somatic cell variant A4 o A2 Fh
somatic embryo R0 g )R
somatic hybridization R A4
somatic hypermutation A i R 5 AR
somatic reduction A4 98 E8 oy 5
somatocrinin ER SN0 ES
somatostatin GRS IES
somatotropin R K #
sonication 75 A B

SOS response SOS & [

source DNA JEDNA

source organism TEAEY A
Southern blot SouthernE[1 2}
Southern hybridization Southern%%42
spacer sequence [ B 7 1)

SPAR RGOV 48
sparger i

spatial autocorrelation statistics P | B ARG T
speciation SRR IAD

species Yk

specific combining ability FEPRIC S
specificity Ry etk

spent medium JR SRR
sperm KT

sperm competition IR

sperm sexing KT E
spermatid s 4 i
spermatocyte K BEAH
spermatogenesis TR
spermatogonium IR 41 g
spermatozoon KT

spharoblast BE
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spheroplast JR AR R
spike HRAE T N A=)
spikelet /Nl
spindle gy
spliceosome BYREAK
splicing By
splicing junction By
split gene WL
spontaneous mutation H R RAL
sporangium %
spore flr
spore mother cell 7 BEAR
sporocyte o BESH iy
sporophyll il
sporophyte fllF44k
sport s
ssDNA FHEDNA
SSR ] B P S A
stacked genes S
stages of culture (I-IV) BB (I-1V)
staggered cuts LRI
stamen MRS
standard deviation B %
standard error PRifEIR %
starch )
start codon EIRE YT
starter culture R
stationary culture i E R
stationary phase FesE
steady state FeERA
stele ok
stem =
stem cell T4
sterile TW/AET
sterile room JoPH %
sterility ENERES
sterilize KWMEANH
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Steward bottle Stewardfi
sticky end AR i
stigma ¥k
stirred-tank fermenter Pt Pl O
stock Tl A HB

stock plant 43

stock solution it

stolon IS

stoma AL

stomatal complex ALEAE
stomatal index SALIREL

stop codon LT
STR RTINS S
strain MR
stratification JERAAE B
streptavidin 2 P IES
stress WisE, ria
stress protein W EA
stringency FEUENE
stringent plasmid P JFURE
stroma [A] )5

structural gene S HEA
structure-functionalism it DiReie
STS P HIRREAL R4S
style 1ett
sub-clone V. v
sub-culture AR TS
sub-culture interval FEARIT (1]
sub-culture number AL
subgenomic promoter WAL R 415 81
subspecies A
sub-strain WK

substrate JE&H)

sub-unit vaccine VA 3 T
sucker L 5%
suckering Iy BE

sucrose density gradient centrifugation

B 7 B 2 000k
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superbug BB
supercoil e IR e
supercoiled plasmid IR JORE
supergene L
supernatant i
suppressor mutation P RAR

suppressor-sensitive mutant

EUA SRR NG

susceptible

L]

suspension culture BRI
symbiont WD)
symbiosis AR
sympatric speciation [FJ ST T ik
sympodial LSRRI
synapsis e
synaptonemal complex K E A1k
synchronous culture EEZES
syncytium EEIIREN
syndrome UIRIN

synergid W4 i
synergism B[R]
syngamy e A5
synkaryon Rl 4

synteny [ Ze 1t
BXAIE F R #H XA IE
T JIq e g

T cell T4 i1

T cell receptor T4 52 A%

T lymphocyte Ttk .40 i

T, T,and T, e BE DA REAR I SR AR
T4 DNA ligase T4 DNAZ FE il
tag Frid

tailing hnR

tandem array FRIEHES 751
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tandem repeat RIS 7
tank bioreactor AW N A
tap root HR

Taq polymerase Taq %4
target biLere

target site duplication A RS
targeted drug delivery L]
targeting vector FIAR AR
TATA box TATAHE
tautomeric shift AR SRR AT
tautomerism AR R
T-cell-mediated (cellular) immune TAMIA T (AR e RNV
response

T-DNA

telomerase Ui Kot i
telomere Ui RoL
telophase g Z
temperate phage U R P A
temperature-sensitive mutant U P U T AR AR
temperature-sensitive protein U P U R
template TR

template strand FORUEE
terminal bud TiizF

terminal transferase R %
terminalization i AEH
termination codon 2
termination signal KILE Y
terminator L7
terminator codon IR
terminator gene LKL
terminator region 2 kX
tertiary structure =AY
testcross W=E

testis AL
testosterone SN €S
test-tube fertilization R N
tetracycline EZS
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tetrad VY4344

tetraploid UIEFERES

tetrasomic VYAAH

tetratype g

TGGE U S B S AR LK

thallus IR A

therapeutic agent NERAgL

therapeutic cloning BT

thermal gel gradient electrophoresis I RER I LK

thermal shock I

thermolabile AN Bt

thermophile D)

thermosensitivity P

thermostable IS

thermotherapy #Ir

thinning Bike . R R

thymidine it

thymidine kinase I

thymidine triphosphate W =R (485 TTP)

thymidylic acid JHH 1R

thymine JIB R

Ti plasmid Ti Jioki

tissue ]

tissue culture MR

titre W GE) JE

tk J

TMP 5 FRTAT i JU It AE A% B AZ AT R )
M

tolerance fiif P

tonoplast I

topo-isomerase b e i

totipotency etk

Totipotent AHER

toxicity B

toxin R

tracer IR

tracheid =g
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trait PR

trans configuration Sy 1Y
trans heterozygote RATRE
trans test S
trans-acting A AEH
trans-acting factor RAASERIA
transcapsidation FoAC 4
transcript k)
transcription e
transcription factor B S K1
transcription unit S AT
transcriptional anti-terminator s R 20l 1
transcriptional roadblock e BHAS )
transducing phage e W R A
transduction 3
transfection i S

transfer RNA HIZRNA
transferase RN
transformant A Ax
transformation Ak
transformation efficiency or frequency | F AL R o g%
transforming oncogene L AE
transgene L
transgenesis L2 PSES N
transgenic LRI
transgressive variation SR AR S
transient expression It I 5
transition e

transition stage A

transition-state intermediate

PSR )

translation

HiE

translational initiation signal B RInE S
translational start codon PR U 25 1
translational stop signal &5 S
translocation Ham
transposable (genetic) element B E R 7
transposase B s T
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transposition R
transposon PR
transposon tagging e T AR RS
transversion 1t
tribrid protein —H—EH
trichome BRAE
tri-hybrid R
trinucleotide repeat —“HHRES
tripartite mating WA
triplet ENGRLS
triploid A
trisomic =R
trisomy =4k
triticale N
tRNA FIZRNA
tropism Ir) 7%
true-to-type A
trypsin JBR R 1
trypsin inhibitor B i 1 A )
TTP — IR i
tubulin (CEEAE
tumble tube e
tumor-suppressor gene JIe g 41 )
tumour virus IR I 7
tumour-inducing plasmid Ve ok
tunica B
turbidostat JERLEH
turgid HIZK
turgor potential g% 1.
turgor pressure I
turion HRBE
twin AU R
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EMXAIE B3t R SCARTE
U PRV 5E
ubiquitin ZHER
ultrasonication 7 7 R i
UMP P TR R WE AL IR (4
understock i A
undifferentiated el
unencapsidated BRI 7
unequal crossing over N
unicellular PR i
uniparental inheritance BRI
unisexual HE e S
univalent LR RN
universal donor cell A IE AR
universality W 3
unorganized growth ALK
upstream Hw;

upstream processing By TR
uracil JRIEE

uridine JRTF

uridine triphosphate (uridine MR R

5’ -triphosphate)

uridylic acid SRR

utilization of farm animal genetic
resources

R B A TR A

UTP

— R IR




334 FEET B AN AT M

BXARIE FRr % Bz B HR SEARAE
V region VIX.

v/v PRFR AR
vaccination FRh s i

vaccine 92 T

Vaccinia A5

vacuole s

variable domain QE3C

variable expressivity R e
variable number tandem repeat ANEER IR A X
variable surface glycoprotein A AR SR B B
variance Iy 7

variant Ak

variation AR S

variegation VAU

variety A

vascular i

vascular bundle LN

vascular cambium HETEIZ
vascular plant AT

vascular system ML ARG/ 48 RS
vector EERES

vegetative propagation HIR T

velocity density gradient centrifugation | 35 & %5 FE A5 i 200
velogenetics Wy Azt
vermiculite LV e}

vernalization HWAEH

vessel FE

vessel element FEST

viability NP

viability test EG L E

viable A5 311

vibrio EINE]

vir genes Virdk
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viral coat protein JmEEdh e

viral oncogene Jod BEJ

viral pathogen Jod 130 SR A

viral vaccine I B P2 T

virion I AT

viroid eSS

virulence Howi )

virulent phage B 1R A4
viruliferous GHEEAAS

virus i B

virus-free i B A

virus-tested EERIUREY

vitamin i e o

vitrified B

viviparous G

vivipary JiG

Vmax Pt A I e KR 2
VNTR K H R E R NGRS
volatilization R

VSG RS0} =]k
-3 975 X Bz B HR XA IE
wiv /R

walking i

wall pressure HE

wash-out LM

water potential TKHA

water soaked PTa ]

water stress 7Ky Wia

wax s

weed ARHL

weediness ALELE

western blot

EEPCIT
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wet weight TS
wetting agent bERER
wild type Liigaswit|
wilt E S
wilting point FEN
wobble hypothesis U
X
RXAIE B3t Rz R XX AR TR
X — AR G O AL
xanthophyll LS
X-chromosome XYk
xenia SR
xenobiotic Fr AW 5
xenogeneic FERPIE DA )
xenotransplantation AR
xerophyte AR
X-linked XIE 8
X-linked disease XYL AREB B
xylem AT
Y
BMXAIE B3t Rz Y R ST AR R
YAC BERE AN TR RN 4 'S
Y-chromosome Y04k
yeast [Lgys
yeast artificial chromosome AN NSRS
yeast episomal vector T B B n 28 2844
yeast extract P RER )
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RUAIE B RE B SCAR TR
Z-DNA DNA#—FE
zig-zag DNA ZFJEDNA

zinc finger BEYR

zone of elongation iR X

200 blot il Jeg [] B[

zoo FISH 200 WGP ARAT
ZOONosis WAL YL
Z00spore Vst
zygonema (L]

Zygospore AT

zygote aT

zygotene CE3]

zymogen JE
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