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Our major missions are to coordinate institutional projects, enhance the mutual
cooperation, alliance among teaching and research staff, administration staff, and
technical staff, in order to execute the activities in our institute effectively. For these
purposes, we carry out several tasks such as planning for new institutional research
programs and symposiums, fundraising, supporting international students and
researchers, outreach activities, providing academic advice to administration staff,

and other projects directed by the dean.

1. Support for the management of institutional
projects

Kiyomi Nakagawa, Yoko Udagawa

We served as a secretariat of institutional projects

implemented by the Institute of Medical Science, the
University of Tokyo (IMSUT) and supported their
management. The projects supported are as follows:
- “Studies to Control Emerging, Re-emerging and Im-
ported Infectious Diseases to Be Conducted in Inter-
national Collaboration Sites in China” supported by
Japan program of Infectious Diseases Research and
Infrastructure from Japan Agency for Medical Re-
search and Development (AMED)
- “World-leading Innovative Graduate Study Pro-
gram for Life Science and Technology (WINGS-LST)"
supported by the Doctoral Program for World-lead-
ing Innovative & Smart Education from Japan Society
for the Promotion of Science (JSPS)

2. International Joint Usage/Research Center
Program of MEXT

Junko Tsuzuku, Kaori Inoue, Ayako Miyake
IMSUT was authorized by MEXT as a Joint Usage/

Research Center in 2009 and began its activity in 2010.
The center’s main activity is to implement joint re-

search projects, accepting applications from research-
ers at universities and research institutions inside and
outside Japan, to organize academic gatherings such
as international symposia, and meetings as well as
seminars for young researchers, and to publish activ-
ity reports on our website. In addition to the
above-mentioned activities, we edit documents per-
taining to various investigations, and submit evalua-
tion reports to MEXT in collaboration with the Re-
search Promotion Team, Research Support Division,
Administration Office. IMSUT was authorized as an
International Joint Usage/Research Center by MEXT
in November 2018 and approved to continue the
center program for the next six years in line with
MEXT's policy in December 2021. In this capacity, we
will continue our utmost efforts to further expand this
program both on domestic and international levels.

3. Data acquisition about research and educa-
tional activities of IMSUT

Kiyomi Nakagawa, Ayako Miyake

We collected and stocked data using an original
format to construct a data system available any time
for evaluation, submission of various reports, public
relation activities, and basic data for application of ex-
ternal funds
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4. Others
Kiyomi Nakagawa, Ayako Miyake, Yoko Udagawa

a. Educational activities:

- Support for the call for application and selection of
the Outstanding Student Publication Award of IM-
SUT

b. International activities:

- Support for conclusion and renewal of MOUs

- Support for delegation and management of interna-
tional exchange events, “East Asia Joint Symposium
on Biomedical Research” and “International Symposi-
um of the Institute Network for Biomedical Sciences”
- Translation of documents and manuscripts

- Support for foreign researchers in English

- Support for reception of overseas visitors

- Support for management of the University of Tokyo
New York Office, Inc. and its event organization

- Planning and running of get-together party for inter-
national students and foreign researchers

c. Public relations:

- Support for information update of IMSUT website

- Edition of brochures of IMSUT (Japanese and Eng-
lish version) and support for edition of the Annual
Report

d. Support for evaluation work:

- National university corporation evaluation

- Self-review and self-evaluation of IMSUT

- External review of IMSUT
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“Platforms for Advanced Technologies and Research Resources” (platform.umin.
jp/) was launched in fiscal year (FY) 2022 under the new framework of the Grant-in-
Aid for Transformative Research Areas (A) by the Ministry of Education, Culture,
Sports, Science and Technology (MEXT). It consists of six platforms, of which four
platforms are supporting researches in life science. They are the platforms that
have been developed from and strengthened the previous programs “Support
Programs for Three Fields in Life Sciences (Cancer, Genome and Brain Sciences)
(FY 2010-2015) and "Platforms for Advanced Technologies and Research
Resources (FY2016-2021)". “Platforms for Advanced Technologies and Research
Resources” aims to establish the academic research support platforms to efficiently
support various needs of the researchers in grants-in-aid. It also aims to work in
close cooperation with the relevant core bodies such as Inter-University Research
Institutes and Joint Usage/ Research Centers. This office mainly plays the role of
the representative secretariat of the “Committee on Promoting Collaboration in Life
Sciences” that is an academic collaborative foundation and cooperates with the
four platforms mentioned above. The objective is to contribute the further
development of the academic research in Japan through providing the cutting-edge
technologies and biological resources to the individual researchers on life science
KAKENHI! (Grants-in-Aid for Scientific Research). We also aim to promote
cooperation among researchers across support functions and cross-disciplinary, as
well as human resource development. To achieve the goal, the General
Management Group was organized to facilitate a close cooperation between four
platforms comprising 54 universities and 23 research institutions nationwide which
provide more than 80 support functions. This office was established in this Institute
as Dean's Office in 2016 in order to strengthen the flexible management. Further,
we hold several Management Board Meetings in which 21 members participated:
four platform representatives and 17 board members, to construct a cooperative
system to facilitate a cross-over support functions and to provide technical support
with the universities and research institutions nationwide
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Management of “Committee on Promoting Collab-
oration in Life Sciences” and the two platforms:
Advanced Animal Model Support (AdAMS) and
Cohort Study and Biospecimen Analysis (CoBiA):

Jun Saito, Tomoko Fujita, Yuko Sonoda, Jun-ichiro
Inoue, and Mutsuhiro Takekawa

The following activities have been performed un-
der the management of this office in 2022.

1. Planning and organization of the budgetary alloca-
tion.
2. One-stop service for applicants through the home

page.

3. Organization of the events for developing young
scientists and interdisciplinary researches.

4. Holding public symposiums on the relation of life
science and society.

5. Holding the explanatory meeting for possible ap-
plicants.

6. Conducting public relations activities such as post-
ing the committee’s banner on home page of vari-
ous scientific meetings.

7. Creating a video to promote our activities and up-
load it on YouTube.

8. Facilitating cooperative networks between our plat-
forms and other domestic or international groups
that support life science researches.
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International Affairs Office consists of two parts: one concerned with public relations
and the other with language assistance. The office is responsible for public relations
activities strategy and publishes new information about a variety of scientific
research of IMSUT on its official website and social media. The office also works
towards increasing IMSUT s international presence by issuing press releases both
in Japanese and English, holding press conferences, and editing public relations
magazines of IMSUT. For its part in language assistance, the staff contributes to
the creation of a favourable environment for international members of IMSUT by
providing Japanese-English (or vice versa) language support including translation
of useful information and official documents.

1. Publication of Press Releases on IMSUT re-
search results

Asako Shimizu

The office issued press releases on various new
findings from IMSUT, including SARS-CoV-2,
Genomic medicine, intractable diseases, and distrib-
uted Japanese press releases to media institutions and
science journalists strategically. The office also dis-
seminated English press releases to the global com-
munity of science journalists through the official web-
site, social media such as Twitter, along with the
international public relations website “Eurek Alert!”.

2. Publication of the Public Relations magazine
Asako Shimizu
The office worked closely with the faculty mem-

bers who belong to the public relations magazine
working group and published PR magazine “PLATI-

NUM STREET TIMES” featuring IMSUT's research
achievements on the latest aging studies, artificial in-
telligence (AI) and cancer research in June and De-
cember 2022.

3. Language Assistance
Kazuyo Ohara

In 2022, with the COVID-19 pandemic still evolv-
ing and impacting on the health and wellbeing of the
IMSUT members, the International Affairs Office
worked closely with the administrative staff to pro-
vide international members of IMSUT with important
notices and latest information in English. This in-
cludes the Dean’s messages and brief outlines of the
preventive guidelines which were frequently updat-
ed by the UTokyo Novel Coronavirus Task Force. The
office also vigorously undertook various other trans-
lation works and proofreading, aiming to create a fa-
vourable environment for international members of
IMSUT by offering tailored language services.
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In 2003, BioBank Japan (BBJ) started establishing one of the world's largest
disease biobanks, creating a foundation for genomic and clinical research. From a
total of 267,000 patients representing 440,000 cases of 51 primarily multifactorial
diseases, BBJ has collected DNA, serum, medical records. BBJ is promoting the
utilization of the registered samples and data acquired over the years, resulting in
important research findings contributing to the realization of genomic medicine.

Publication

1: Jie Zheng, Yuemiao Zhang, Humaira Rasheed, go Komine, Sakae Saito, Masao Nagasaki, BioBank

Venexia Walker, Yuka Sugawara, Jiachen Li, Yue
Leng, Benjamin Elsworth, Robyn E Wootton, Si
Fang, Qian Yang, Stephen Burgess, Philip C Hay-
cock, Maria Carolina Borges, Yoonsu Cho, Rebec-
ca Carnegie, Amy Howell, Jamie Robinson, Lau-
rent F Thomas, Ben Michael Brumpton, Kristian
Hveem, Stein Hallan, Nora Franceschini, Andrew
P Morris, Anna Kéttgen, Cristian Pattaro, Matthias
Wuttke, Masayuki Yamamoto, Naoki Kashihara,
Masato Akiyama, Masahiro Kanai, Koichi Matsu-
da, Yoichiro Kamatani, Yukinori Okada, Robin
Walters, Iona Y Millwood, Zhengming Chen,
George Davey Smith, Sean Barbour, Canqging Yu,
Bjorn Olav Asvold, Hong Zhang, Tom R Gaunt.
Trans-ethnic Mendelian-randomization study re-
veals causal relationships between cardiometabol-
ic factors and chronic kidney disease. 2021 Apr
5;36(24):5567-5570. Int ] Epidemiol 2022 Jan
6;50(6):1995-2010.

: Takahiro Mori, Kazuko Ueno, Katsushi Tokunaga,
Yosuke Kawai, Koichi Matsuda, Nao Nishida, Kei-

Japan Project A single-nucleotide-polymorphism
in the 5-flanking region of MSX1 gene as a predic-
tive marker candidate for platinum-based therapy
of esophageal carcinoma Environment Interaction
Study Ther Adv Med Oncol. 2022 Feb 24;14:
17588359221080580.

. Yoshinori Murakami [Cohorts and Biobanks as Es-

sential Resources for Cancer Research] Gan To
Kagaku Ryoho. 2022 Feb;49(2):129-132.

. Hideki Mutai, Yukihide Momozawa, Yoichiro

Kamatani, Atsuko Nakano, Hirokazu Sakamoto,
Tetsuya Takiguchi, Kiyomitsu Nara, Michiaki
Kubo & Tatsuo Matsunaga Whole exome analysis
of patients in Japan with hearing loss reveals high
heterogeneity among responsible and novel can-
didate genes Orphanet ] Rare Dis. 2022 Mar
5;17(1):114.

: JamesCasaletto, MichaelParsons, CharlesMarkel-

lo, Yusukelwasaki, YukihideMomozawa, Aman-
da B.Spurdle, MelissaCline Federated analysis of
BRCA1 and BRCAZ2 variation in a Japanese cohort
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Cell Genom. 2022 Mar 9;2(3):110882.

Keiko Hikino, Masaru Koido, Nao Otomo, Kohei
Tomizuka, Shiro Ikegawa, Koichi Matsuda, Yuki-
hide Momozawa, Biobank Japan Project; Taisei
Mushiroda, Chikashi Terao Genome-wide associ-
ation study of colorectal polyps identified highly
overlapping polygenic architecture with colorec-
tal cancer ] Hum Genet. 2022 Mar;67(3):149-156.
Dawed AY, Yee SW, Zhou K, van Leeuwen N,
Zhang Y, Siddiqui MK, Etheridge A, Innocenti F,
Xu F, Li JH, Beulens JW, van der Heijden AA,
Slieker RC, Chang YC, Mercader JM, Kaur V, Witte
JS, Lee MTM, Kamatani Y, Momozawa Y, Kubo M,
Palmer CNA, Florez JC, Hedderson MM, ‘t Hart
LM, Giacomini KM, Pearson ER; for MetGen Plus,
for the DIRECT Consortium. Response to Com-
ment on Dawed et al. Genome-Wide Meta-analy-
sis Identifies Genetic Variants Associated With
Glycemic Response to Sulfonylureas. Diabetes
Care 2021;44:2673-2682 Diabetes Care. 2022 Apr
1,45(4):e82-e83.

Mars N, Kerminen S, Feng YA, Kanai M, Lall K,
Thomas LF, Skogholt AH, Della Briotta Parolo P;
Biobank Japan Project; FinnGen, Neale BM,
Smoller JW, Gabrielsen ME, Hveem K, Magi R,
Matsuda K, Okada Y, Pirinen M, Palotie A, Ganna
A, Martin AR, Ripatti S. Genome-wide risk predic-
tion of common diseases across ancestries in one
million people. Cell Genom. 2022 Apr 13;2(4):None.
Yukihide Momozawa, Rumi Sasai, Yoshiaki Usui,
Kouya Shiraishi, Yusuke Iwasaki, Yukari Tani-
yama, Michael T. Parsons, Keijiro Mizukami, Yuya
Sekine, Makoto Hirata, Yoichiro Kamatani, Mikiko
Endo, Chihiro Inai, Sadaaki Takata, Hidemi Ito,
Takashi Kohno, Koichi Matsuda, Seigo Nakamu-
ra, Kokichi Sugano, Teruhiko Yoshida, Hidewaki
Nakagawa, Keitaro Matsuo, Yoshinori Murakami,
Amanda B. Spurdle, Michiaki Kubo Expansion of
Cancer Risk Profile for BRCA1 and BRCA2 Patho-
genic Variants JAMA Oncology 2022 Apr 14.

Lu TP, Kamatani Y, Belbin G, Park T, Hsiao CK.
Editorial: Current Status and Future Challenges of
Biobank Data Analysis Front Genet. 2022 Apr
14;13:882611.

Trubetskoy V, Pardifias AF, Qi T, Panagiotaropou-
lou G, Awasthi S, Bigdeli TB, Bryois ], Chen CY,
Dennison CA, Hall LS, Lam M, Watanabe K, Frei
O, Ge T, Harwood JC, Koopmans F, Magnusson S,
Richards AL, Sidorenko J, Wu Y, Zeng J, Grove ],
Kim M, Li Z, Voloudakis G, Zhang W, Adams M,
Agartz I, Atkinson EG, Agerbo E, Al Eissa M, Al-
bus M, Alexander M, Alizadeh BZ, Alptekin K, Als
TD, Amin F, Arolt V, Arrojo M, Athanasiu L,
Azevedo MH, Bacanu SA, Bass NJ, Begemann M,
Belliveau RA, Bene ], Benyamin B, Bergen SE, Bla-
si G, Bobes J, Bonassi S, Braun A, Bressan RA, Bro-
met EJ, Bruggeman R, Buckley PF, Buckner RL,
Bybjerg-Grauholm J, Cahn W, Cairns M]J, Calkins
ME, Carr V], Castle D, Catts SV, Chambert KD,

Chan RCK, Chaumette B, Cheng W, Cheung EFC,
Chong SA, Cohen D, Consoli A, Cordeiro Q, Cos-
tas J, Curtis C, Davidson M, Davis KL, de Haan L,
Degenhardt F, DeLisi LE, Demontis D, Dickerson
F, Dikeos D, Dinan T, Djurovic S, Duan J, Ducci G,
Dudbridge F, Eriksson JG, Fananas L, Faraone SV,
Fiorentino A, Forstner A, Frank ], Freimer NB,
Fromer M, Frustaci A, Gadelha A, Genovese G,
Gershon ES, Giannitelli M, Giegling I, Gius-
ti-Rodriguez P, Godard S, Goldstein JI, Gonzélez
Peias ], Gonzalez-Pinto A, Gopal S, Gratten J,
Green MF, Greenwood TA, Guillin O, Giilokstiz S,
Gur RE, Gur RC, Gutiérrez B, Hahn E, Hakonar-
son H, Haroutunian V, Hartmann AM, Harvey C,
Hayward C, Henskens FA, Herms S, Hoffmann P,
Howrigan DP, Ikeda M, Iyegbe C, Joa I, Julia A,
Kahler AK, Kam-Thong T, Kamatani Y, Kara-
chanak-Yankova S, Kebir O, Keller MC, Kelly BJ,
Khrunin A, Kim SW, Klovins J, Kondratiev N,
Konte B, Kraft J, Kubo M, Kucinskas V, Kucinsk-
iene ZA, Kusumawardhani A, Kuzelova-Ptackova
H, Landi S, Lazzeroni LC, Lee PH, Legge SE, Lehr-
er DS, Lencer R, Lerer B, Li M, Lieberman J, Light
GA, Limborska S, Liu CM, Lonngvist ], Lough-
land CM, Lubinski J, Luykx JJ, Lynham A, Macek
M Jr, Mackinnon A, Magnusson PKE, Maher BS,
Maier W, Malaspina D, Mallet ], Marder SR, Mar-
sal S, Martin AR, Martorell L, Mattheisen M, Mc-
Carley RW, McDonald C, McGrath JJ, Medeiros H,
Meier S, Melegh B, Melle I, Mesholam-Gately RI,
Metspalu A, Michie PT, Milani L, Milanova V, Mit-
jans M, Molden E, Molina E, Molto MD, Mondelli
V, Moreno C, Morley CP, Muntané G, Murphy
KC, Myin-Germeys I, Nenadi¢ I, Nestadt G, Nikiti-
na-Zake L, Noto C, Nuechterlein KH, O'Brien NL,
O'Neill FA, Oh SY, Olincy A, Ota VK, Pantelis C,
Papadimitriou GN, Parellada M, Paunio T, Pel-
legrino R, Periyasamy S, Perkins DO, Pfuhlmann
B, Pietildinen O, Pimm ], Porteous D, Powell J,
Quattrone D, Quested D, Radant AD, Rampino A,
Rapaport MH, Rautanen A, Reichenberg A, Roe C,
Roffman JL, Roth J, Rothermundt M, Rutten BPF,
Saker-Delye S, Salomaa V, Sanjuan J, Santoro ML,
Savitz A, Schall U, Scott R], Seidman L], Sharp SI,
Shi ], Siever L], Sigurdsson E, Sim K, Skarabis N,
Slominsky P, So HC, Sobell JL, S6derman E, Stain
HJ, Steen NE, Steixner-Kumar AA, Stogmann E,
Stone WS, Straub RE, Streit F, Strengman E, Stroup
TS, Subramaniam M, Sugar CA, Suvisaari J, Svra-
kic DM, Swerdlow NR, Szatkiewicz JP, Ta TMT,
Takahashi A, Terao C, Thibaut F, Toncheva D,
Tooney PA, Torretta S, Tosato S, Tura GB, Turet-
sky BL, Ugok A, Vaaler A, van Amelsvoort T, van
Winkel R, Veijola ], Waddington ], Walter H, Wa-
terreus A, Webb BT, Weiser M, Williams NM, Witt
SH, Wormley BK, Wu JQ, Xu Z, Yolken R, Zai CC,
Zhou W, Zhu F, Zimprich F, Atbasoglu EC, Ayub
M, Benner C, Bertolino A, Black DW, Bray NJ,
Breen G, Buccola NG, Byerley WF, Chen W], Clo-
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ninger CR, Crespo-Facorro B, Donohoe G, Freed-
man R, Galletly C, Gandal MJ, Gennarelli M, Hou-
gaard DM, Hwu HG, Jablensky AV, McCarroll SA,
Moran JL, Mors O, Mortensen PB, Miiller-Myhsok
B, Neil AL, Nordentoft M, Pato MT, Petryshen TL,
Pirinen M, Pulver AE, Schulze TG, Silverman JM,
Smoller JW, Stahl EA, Tsuang DW, Vilella E, Wang
SH, Xu S; Indonesia Schizophrenia Consortium;
PsychENCODE; Psychosis Endophenotypes In-
ternational Consortium; SynGO Consortium, Ad-
olfsson R, Arango C, Baune BT, Belangero SI, Bor-
glum AD, Braff D, Bramon E, Buxbaum ]D,
Campion D, Cervilla JA, Cichon S, Collier DA,
Corvin A, Curtis D, Forti MD, Domenici E, Ehren-
reich H, Escott-Price V, Esko T, Fanous AH, Garee-
va A, Gawlik M, Gejman PV, Gill M, Glatt SJ, Go-
limbet V, Hong KS, Hultman CM, Hyman SE,
Iwata N, Jonsson EG, Kahn RS, Kennedy JL, Khus-
nutdinova E, Kirov G, Knowles JA, Krebs MO,
Laurent-Levinson C, Lee J, Lencz T, Levinson DF,
Li QS, Liu J, Malhotra AK, Malhotra D, McIntosh
A, McQuillin A, Menezes PR, Morgan VA, Morris
DW, Mowry BJ], Murray RM, Nimgaonkar V,
Nothen MM, Ophoff RA, Paciga SA, Palotie A,
Pato CN, Qin S, Rietschel M, Riley BP, Rivera M,
Rujescu D, Saka MC, Sanders AR, Schwab SG, Ser-
retti A, Sham PC, Shi Y, St Clair D, Stefansson H,
Stefansson K, Tsuang MT, van Os ], Vawter MP,
Weinberger DR, Werge T, Wildenauer DB, Yu X,
Yue W, Holmans PA, Pocklington A]J, Roussos P,
Vassos E, Verhage M, Visscher PM, Yang J, Posthu-
ma D, Andreassen OA, Kendler KS, Owen M],
Wray NR, Daly MJ, Huang H, Neale BM, Sullivan
PF, Ripke S, Walters JTR, O'Donovan MC; Schizo-
phrenia Working Group of the Psychiatric Genom-
ics Consortium. Mapping genomic loci implicates
genes and synaptic biology in schizophrenia Na-
ture. 2022 Apr;604(7906):502-508.

Weissbrod O, Kanai M, Shi H, Gazal S, Peyrot W],
Khera AV, Okada Y; Biobank Japan Project, Martin
AR, Finucane HK, Price AL. Leveraging fine-map-
ping and multipopulation training data to im-
prove cross-population polygenic risk scores Nat
Genet. 2022 Apr;54(4):450-458.

Lu X, Liu Z, Cui Q, Liu F, Li J, Niu X, Shen C, Hu
D, Huang K, Chen ], Xing X, Zhao Y, Lu F, Liu X,
CaoJ, Chen S, Ma H, Yu L Wu X, Wu X, LiY,
Zhang H, Mo X, Zhao L, Huang J, Wang L, Wen
W, Shu XO, Takeuchi F, Koh WP, Tai ES, Cheng
CY, Wong TY, Chang X, Chan MY, Gao W, Zheng
H, Chen K, Chen ], He J, Tang CS, Lam KSL, Tse
HF, Cheung CYY, Takahashi A, Kubo M, Kato N,
Terao C, Kamatani Y, Sham PC, Heng CK, Hu Z,
Chen YE, Wu T, Shen H, Willer CJ, Gu D. A poly-
genic risk score improves risk stratification of cor-
onary artery disease: a large-scale prospective
Chinese cohort study Eur Heart J. 2022 May
7,43(18):1702-1711.

Xianyong Yin, Kwangwoo Kim, Hiroyuki Suetsu-

gu, So-Young Bang, Leilei Wen, Masaru Koido,
Eunji Ha, Lu Liu, Yuma Sakamoto, Sungsin Jo,
Rui-Xue Leng, Nao Otomo, Young-Chang Kwon,
Yujun Sheng, Nobuhiko Sugano, Mi Yeong
Hwang, Weiran Li, Masaya Mukai, Kyungheon
Yoon, Minglong Cai, Kazuyoshi Ishigaki, Won Tae
Chung, He Huang, Daisuke Takahashi, Shin-Seok
Lee, Mengwei Wang, Kohei Karino, Seung-Cheol
Shim, Xiaodong Zheng, Tomoya Miyamura,
Young Mo Kang, Dongqing Ye, Junichi Nakamu-
ra, Chang-Hee Suh, Yuanjia Tang, Goro Motomu-
ra, Yong-Beom Park, Huihua Ding, Takeshi Kuro-
da, Jung-Yoon Choe, Chengxu Li, Hiroaki Niiro,
Youngho Park, Changbing Shen, Takeshi Miyamo-
to, Ga-Young Ahn, Wenmin Fei, Tsutomu Take-
uchi, Jung-Min Shin, Keke Li, Yasushi Kawaguchi,
Yeon-Kyung Lee, Yong-Fei Wang, Koichi Amano,
Dae Jin Park, Wanling Yang, Yoshifumi Tada, Yu
Lung Lau, Ken Yamaji, Zhengwei Zhu, Masato
Shimizu, Takashi Atsumi, Akari Suzuki, Takayuki
Sumida, Yukinori Okada, Koichi Matsuda, Keita-
ro Matsuo, Yuta Kochi, Japanese Research Com-
mittee on Idiopathic Osteonecrosis of the Femoral
Head; Kazuhiko Yamamoto, Koichiro Ohmura,
Tae-Hwan Kim, Sen Yang, Takuaki Yamamoto,
Bong-Jo Kim, Nan Shen, Shiro Ikegawa, Hye-Soon
Lee, Xuejun Zhang, Chikashi Terao, Yong Cui,
Sang-Cheol Bae Biological insights into systemic
lupus erythematosus through an immune cell-spe-
cific transcriptome-wide association study Ann
Rheum Dis. May 24;annrheumdis-2022-222345.

15:VAnubha Mahajan, Cassandra N Spracklen, Wei-

hua Zhang, Maggie C Y Ng, Lauren E Petty, Hide-
toshi Kitajima, Grace Z Yu, Sina Riieger, Leo Spei-
del, Young Jin Kim, Momoko Horikoshi, Josep M
Mercader, Daniel Taliun, Sanghoon Moon, Soo-
Heon Kwak, Neil R Robertson, Nigel W Rayner,
Marie Loh, Bong-Jo Kim, Joshua Chiou, Irene
Miguel-Escalada, Pietro Della Briotta Parolo, Kuang
Lin, Fiona Bragg, Michael H Preuss, Fumihiko
Takeuchi, Jana Nano, Xiuging Guo, Amel Lamri,
Masahiro Nakatochi, Robert A Scott, Jung-Jin Lee,
Alicia Huerta-Chagoya, Mariaelisa Graff, Jin-Fang
Chai, Esteban J Parra, Jie Yao, Lawrence F Bielak,
Yasuharu Tabara, Yang Hai, Valgerdur Steinthors-
dottir, James P Cook, Mart Kals, Niels Grarup, El-
len M Schmidt, Ian Pan, Tamar Sofer, Matthias
Wuttke, Chloe Sarnowski, Christian Gieger, Darryl
Nousome, Stella Trompet, Jirong Long, Meng Sun,
Lin Tong, Wei-Min Chen, Meraj Ahmad, Raymond
Noordam, Victor J Y Lim, Claudia H T Tam, Yoon-
jung Yoonie Joo, Chien-Hsiun Chen, Laura M
Raffield, Cécile Lecoeur, Bram Peter Prins, Aude
Nicolas, Lisa R Yanek, Guanjie Chen, Richard A
Jensen, Salman Tajuddin, Edmond K Kabagambe,
Ping An, Anny H Xiang, Hyeok Sun Choi, Brian E
Cade, Jingyi Tan, Jack Flanagan, Fernando Abaitua,
Linda S Adair, Adebowale Adeyemo, Carlos A
Aguilar-Salinas, Masato Akiyama, Sonia S Anand,
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Alain Bertoni, Zheng Bian, Jette Bork-Jensen, Ivan
Brandslund, Jennifer A Brody, Chad M Brummett,
Thomas A Buchanan, Mickaél Canouil, Juliana C N
Chan, Li-Ching Chang, Miao-Li Chee, Ji Chen,
Shyh-Huei Chen, Yuan-Tsong Chen, Zhengming
Chen, Lee-Ming Chuang, Mary Cushman, Swapan
K Das, H Janaka de Silva, George Dedoussis,
Latchezar Dimitrov, Ayo P Doumatey, Shufa Du,
Qing Duan, Kai-Uwe Eckardt, Leslie S Emery, Dan-
iel S Evans, Michele K Evans, Krista Fischer, James
S Floyd, Ian Ford, Myriam Fornage, Oscar H Fran-
co, Timothy M Frayling, Barry I Freedman, Chris-
tian Fuchsberger, Pauline Genter, Hertzel C
Gerstein, Vilmantas Giedraitis, Clicerio Gonzalez-
Villalpando, Maria Elena Gonzalez-Villalpando,
Mark O Goodarzi, Penny Gordon-Larsen, David
Gorkin, Myron Gross, Yu Guo, Sophie Hackinger,
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