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Fig S1. (a) Transmission electron micrograph of cell of strain LAM7116T. Bar, 0.5 

μm. The strain was incubated on LB agar medium at 35 C for 36 h. (b) Colony 

morphology of strain LAM7116T on incubated at 35℃ for 3 days LB medium plate. 

 

 



Fig S2. The polar lipids of strain LAM7116T. Polar lipids profiles of strains separated 

by two-dimensional TLC, which were detected by spraying with 

molybdatophosphoric acid reagent. DPG, diphosphatidylglycerol; PG, 

phosphatidylglycerol; GL, unidentified glycolipid; UL, unidentified lipid. 

 

 



Fig S3. Maximum-parsimony phylogenetic tree of strain LAM7116T and its relatives 

based on the comparison of the 16S rRNA gene sequences. Genbank accession 

numbers were given in parentheses. 
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Fig S4. Maximum-likelihood phylogenetic tree of strain LAM7116T and its relatives 

based on the comparison of the 16S rRNA gene sequences. Genbank accession 

numbers were given in parentheses. 

 
 

 

 Microbacterium hibisci THG-T2.14T(KX456190) 

 Microbacterium yannicii G72T（FN547412） 

 Microbacterium trichothecenolyticum DSM 8608T(JYJA01000006) 

 Microbacterium aureliae JF-6 T（KF793922） 

 Microbacterium insulae DS-66 T(EU239498) 

 Microbacterium marinum H101T（HQ622524） 

 Microbacterium hominis NBRC 15708T（BCWI01000036） 

Microbacterium sulfonylureivorans LAM7116T (MG009458) 

  Microbacterium flavescens DSM 20643T（Y17232） 

 Microbacterium telephonicum S2T63T(RCDB01000006) 

 Microbacterium thalassium IFO 16060T(AB004713) 

 Microbacterium dextranolyticum DSM 8607T( Y17230) 

 Microbacterium ketosireducens DSM 12510T(JYIZ01000009) 

 Microbacterium terrae IFO 15300T（AB004720） 

 Microbacterium kitamienseKitami C2T(AB013919) 

  Microbacterium aurantiacum IFO15234T(AB004726) 

 Microbacterium binotii CIP101303T(EF567306) 

  Microbacterium neimengense 7087T(JN408293) 

  Microbacterium lemovicicum ViU22T（CP031423） 

  Microbacterium resistens NBRC 103078T(BCRA01000173) 

 Microbacterium testaceum NBRC 12675T(BJML01000022) 

 Microbacterium oleivorans NBRC 103075T(BCRG01000019) 

  Microbacterium paraoxydans NBRC 103076T(BCRH01000180) 

  Microbacterium oxydans DSM 20578T(Y17227) 

 Microbacterium natoriense TNJL143-2T（AY566291） 

  Microbacterium keratanolyticum IFO 13309T(AB004717) 

  Microbacterium phyllosphaerae DSM 13468T(AJ277840) 

 Microbacterium wangchenii dk512T(MH790143) 

 Microbacterium fluvii YSL3-15T(AB286028) 

  Microbacterium awajiense YM13-414T(AB286027) 

  Microbacterium endophyticum PA15T(KJ920264) 

 Microbacterium halimionae PA36T(KJ920278) 

  Microbacterium pumilum KV-488T(AB234027) 

  Microbacterium deminutum KV-483T(AB234026) 

 Microbacterium saccharophilum K-1T(AB736273) 

  Microbacterium schleiferi IFO 15075T(AB004723) 

 Microbacterium diaminobutyricum RZ63T(KU843548) 

 Microbacterium aurum KACC 15219T(CP018762) 

 Microbacterium lacus A5E-52T (AB286030) 

  Microbacterium invictum DC-200T (AM9469677) 

 

99 

97 

64 

75 

100 

99 

66 

81 

61 

56 

 

 

 

0.0050 



Fig S5. Determination of IAA producing ability of strain LAM7116T . 

 

Fig S6. Verification of nitrogen fixation ability of strain LAM7116T.  

 

 

 



Fig S7. Colony state of bacteria on inorganic phosphorus plate of strain LAM7116T 

 
 

Fig S8. Colony state of bacteria on organic phosphorus plate of strain LAM7116T. 

 

 

 



Fig S9. Strain of LAM7116T produced orange circle on CAS medium plate 

 

Fig S10. Degradation ability of Nicosulfuron by strain LAM7116T in 7 days, (a) 

Incubation 0 d. (b) Incubation 7 d.  

 


