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ABSTRACT

Despite advances of recent years no stable higher order classification of the
Porifera has yet emerged. To address this problem, relationships at various
taxonomic levels within the Order Hadromerida have been evaluated.
Descriptions of new species of Tethya, Aaptos and Polymastia from northern
New Zealand are given in conjunction with a review and redefinition of specific
diagnostic characters for these genera. A range of species, genera and families
within the Hadromerida have been subjected to 18S rRNA sequencing. Using
morphological and molecular sequence data together in phylogenetic analysis,
the existing familial groups of the Hadromerida are confirmed and some
rearrangement of genera is indicated following sequence alignment and
comparison. These data serve as a baseline for molecular approaches to

resolving relationships between other sponge groups.
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